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The EDCTP community meets biennially to share research
findings, plan new partnerships and collaborations, and discuss
maximising impact from EDCTP-funded research. In 2018, the
Ninth EDCTP Forum took place in Lisbon, Portugal, from
17–21 September 2018. The Lisbon meeting was the largest
international conference focusing on clinical research on pov-
erty-related infectious diseases in sub-Saharan Africa. It started
with a strong commitment, from European and African
EDCTP member countries, for a successor programme to
EDCTP2 (2014–2024). It provided a platform for the presen-
tation of project results and discussion of progress in clinical
research and capacity strengthening in sub-Saharan Africa.

The theme of the Ninth Forum was ‘Clinical research and
sustainable development in sub-Saharan Africa: the impact of
North-South partnerships’. This reflected not only the broader
scope of a larger EDCTP research programme but also the
growing awareness of the need for global cooperation to pre-
pare for public health emergencies and strengthen health sys-
tems. The theme highlighted the impact of Europe-Africa
partnerships supporting clinical research and the clinical
research environment, towards achieving the sustainable devel-
opment goals in sub-Saharan Africa.

A central topic of the Forum was the discussion of the
character and scope of an EDCTP successor programme,
which should start in 2021 under the next European Frame-
work Programme for Research and Innovation, Horizon
Europe. On 17 September, a high-level meeting on this topic
took place immediately before the opening of the Forum1. On
19 September, the plenary session continued this discussion
through a panel of representatives of strategic partners. There
was consensus on the added value of the programme for
Europe and the countries in sub-Saharan Africa and political
commitment to a successor programme. Poverty-related infec-
tious diseases and a partnership approach will remain central
to the programme. There was also a general awareness that
all participating countries would need to engage more strongly
with a successor programme, both in its governance and in
their financial contributions to its objectives.

The Forum hosted 550 participants from more than
50 countries. The programme consisted of keynote addresses
by policy makers, research leaders, and prominent speakers
from Europe and Africa in 5 plenary presentations. There
were 9 symposia, 45 oral presentations in parallel sessions,
and 74 electronic poster presentations. Abstracts of the ple-
nary, oral and poster presentations are published in this sup-
plement to BMJ Global Health.

EDCTP is proud of its contribution to strengthening clini-
cal research capacity in Africa, with more than 400 postgradu-
ate students and 56 EDCTP fellows supported under the first
EDCTP programme. The second programme developed a
comprehensive fellowship scheme. More than 100 EDCTP fel-
lows (former and current) participated in a one-day pre-con-
ference to discuss the further development of our Alumni
Network launched in 2017. The Forum also offered scholar-
ships to many early and mid-career researchers from sub-
Saharan Africa and Europe. With the support of the European
Union, EDCTP member countries and sponsors, they were
able to present results of their studies and meet colleagues
from Africa and Europe.

The Forum also provided the appropriate platform for rec-
ognising individual and team achievements through the four
EDCTP 2018 Prizes. With the support of the European
Union, EDCTP recognised outstanding individuals and research
teams from Africa and Europe. In addition to their scientific
excellence, the awardees made major contributions to the
EDCTP objectives of clinical research capacity development in
Africa and establishing research networks between North and
South as well as within sub-Saharan Africa.

1. Dr Pascoal Mocumbi Prize Professor Souleyman Mboup
(Professor of Microbiology, University of Cheikh Anta Diop,
Dakar; Head of the Bacteriology-Virology Laboratory of
CHU Le Dantec, Dakar; and President of IRESSEF, Senegal)
was recognised for his outstanding achievements in advancing
health research and capacity development in Africa.

2. Outstanding Research Team Prize The prize was awarded to
the team of the CHAPAS (Children with HIV in Africa –

Pharmacokinetics and acceptability of simple antiretroviral
regimens) studies, led by Professor Diana Gibb (MRC Clinical
Trials Unit, United Kingdom).

3. Outstanding Female Scientist Prize The prize was awarded to
Professor Gita Ramjee (Chief Specialist Scientist and Director
of the HIV Prevention Research Unit of the South African
Medical Research Council, Durban, South Africa) for her
outstanding contributions to her field.

4. Scientific Leadership Prize The prize was awarded to
Professor Keertan Dheda (Head of the Centre for Lung
Infection and Immunity and Head of the Division of
Pulmonology at Groote Schuur Hospital and the University
of Cape Town, South Africa) for his research contributions
and leadership.

Partnership is at the core of the EDCTP mission. In the year
before the Forum, Nigeria and Ethiopia were welcomed as the
newest member countries of the EDCTP Association, while
Angola became an aspirant member. Partnership was also demon-
strated by the many stakeholders who enriched the programme
by organising scientific symposia, collaborative sessions and work-
shops. We thank our sponsors Novartis, Merck, the European
Union, the Federal Ministry of Education and Research (Ger-
many), the Institute of Health Carlos III (Spain), the National
Alliance for Life Sciences and Health (France), the Medical
Research Council (United Kingdom), the Swedish International
Development Agency (Sweden), ClinaPharm (African CRO), the
Deutsche Stiftung Weltbevölkerung (Germany), The Global
Health Network (United Kingdom), PATH, and ScreenTB. We
gratefully acknowledge the support of our partners and hosts of
the Forum, the Portuguese Foundation for Science and Technol-
ogy and the Calouste Gulbenkian Foundation.

The tenth EDCTP Forum will take place in sub-Saharan
Africa in 2020.

1EDCTP high-level meeting report: Moving forward and
consolidating gains for an EDCTP successor programme.
EDCTP, The Hague, December 2018 (www.edctp.org).
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ABSTRACTS OF ORAL PRESENTATIONS

OC 8173 RAPID DETECTION OF MYCOBACTERIUM ULCERANS BY
RECOMBINASE POLYMERASE AMPLIFICATION

1Michael Frimpong*, 1Hubert Ahor, 1Francisca Sarpong, 2Ken Laing, 2Mark Wansbrough-
Jones, 1Richard Phillips. 1Kumasi Centre for Collaborative Research in Tropical Medicine,
Knust, Ghana; 2St. George’s University of London, London, UK

10.1136/bmjgh-2019-EDC.2

Background There are no primary measures to prevent people
from contracting Buruli ulcer, mainly due to poor understand-
ing of its epidemiology. The current control strategy empha-
sises early diagnosis and prompt treatment, with the goal of
avoiding the complications associated with advanced stages of
the disease. There is no diagnostic test for the disease appro-
priate for use at the primary health care level where most
cases are detected and treated. Diagnosis based on clinical
signs is unreliable in inexperienced hands and complicated by
infections that have similar presentations. This study was to
develop and evaluate the use of recombinase polymerase
amplification (RPA) assay for the detection of Mycobacterium
ulcerans at the point of patient care.
Methods A specific fragment of IS2404 of M. ulcerans was
amplified in 15 min at a constant temperature of 42°C, using
the RPA assay and analysed on a portable fluorometre.
The method was tested for sensitivity and specificity with
molecular standard of IS2404 DNA fragment, various
M. ulcerans strains, other mycobacteria and environmentally
associated bacteria. Additionally, the assay performance as a
diagnostic tool was tested with archived DNA from sympto-
matic patients. All results were compared with that of a highly
sensitive IS2404 PCR.
Results The detection limit was 50 copies of IS2404 in
15 min using plasmid standard and 125 fg with genomic Mu
DNA equivalent 25 genomic copies. The assay was highly spe-
cific in detecting all strains of M. ulcerans with no observed
cross reactivity with other mycobacteria and common skin col-
onising bacteria. The clinical sensitivity and specificity of the
BU-RPA assay using clinical samples was 86% and 100%
respectively.
Conclusion We have developed a real-time isothermal RPA
assay for the detection of M. ulcerans as a cheaper alternative
to PCR. Combining this assay with a simple extraction proto-
col will maximise its use as point-of-care test for Buruli ulcer.

OC 8215 DIAGNOSTIC ACCURACY OF XPERT MTB/RIF ULTRA
FOR PULMONARY TUBERCULOSIS IN CHILDREN: A
MULTICENTRE COMPARATIVE STUDY

1Issa Sabi, 2,3Andrea Rachow, 1Daniel Mapamba, 1Petra Clowes, 1Nyanda E Ntinginya,
4Mohamed Sasamalo, 4Lujeko Kamwela, 4,5,6Frederick Haraka, 2,3Michael Hoelscher,
5,6Daniel Paris, 2,3Elmar Saathoff, 4,5,6Klaus Reither*. 1NIMR-Mbeya Medical Research
Center, Tanzania; 2Division of Infectious Diseases and Tropical Medicine, Medical Center of
the University of Munich, Germany; 3German Centre for Infection Research (DZIF), Partner
Site Munich, Germany; 4Ifakara Health Institute, Tanzania; 5Swiss Tropical and Public Health
Institute, Switzerland; 6University of Basel, Switzerland

10.1136/bmjgh-2019-EDC.3

Background Xpert® MTB/RIF (Xpert) has suboptimal sensitiv-
ity for the diagnosis of pulmonary tuberculosis in children.
The next-generation Xpert MTB/RIF Ultra assay (Xpert Ultra)
is substantially more sensitive than Xpert and may allow

improved detection of paediatric tuberculosis. We evaluated
the diagnostic accuracy of Xpert Ultra versus Xpert in the
detection of pulmonary tuberculosis in children.
Methods From May 2011 to September 2012, children with
presumptive pulmonary tuberculosis were enrolled at two
Tanzanian research sites in the EDCTP-funded TB CHILD
project. Sputum samples were collected and examined for
tuberculosis using sputum smear, Xpert and culture. Xpert
Ultra analysis was performed between January and June 2017
at both sites using decontaminated sputum pellets which had
been stored at �80°C. The diagnostic accuracy of Xpert and
Xpert Ultra was determined using well-defined case definitions
as reference standard.
Results In total, 215 children were included in the analysis.
The median age was 5.4 years (IQR, 1.5 to 9.9), the HIV
prevalence was 52%, and 28 children (13%) had culture-con-
firmed pulmonary tuberculosis. When only the first available
sample of each patient was considered, the sensitivity of Xpert
Ultra was 64.3% (95% CI: 44.1 to 81.4) while that of Xpert
was 53.6% (95% CI: 33.9 to 72.5). The specificity of Xpert
Ultra based on the analysis of all available samples was 98.1%
(95% CI: 93.4 to 99.7), whereas that of Xpert was 100%.
Conclusion In settings with a high burden of tuberculosis and
HIV, Xpert Ultra had a better sensitivity than Xpert in chil-
dren. However, the specificity was slightly lower than that of
Xpert. Thus, Xpert Ultra has the potential to increase the reli-
ability and the speed of tuberculosis diagnosis in children.

OC 8244 QUANTITATIVE LATERAL FLOW ASSAY FOR DETECTION
OF M. LEPRAE INFECTION USING FINGERSTICK BLOOD

1Annemieke Geluk*, 1Anouk Van Hooij, 1Elisa Tjon El Fat, 2Kosrhed Alam, 4Sipho Dlamini,
3Moises Batista Da Silva, 5John Spencer, 3Claudio Salgado, 6Jan Hendrik Richardus,
1Paul Corstjens. 1Leiden University Medical Center, The Netherlands; 2The Leprosy Mission
Rural Health programme, Dhaka, Bangladesh; 3Universidade Federal do Pará, Brazil;
4Groote Schuur Hospital, Cape Town, South Africa; 5Colorado State University, USA;
6Erasmus MC, University Medical Center, Rotterdam, The Netherlands

10.1136/bmjgh-2019-EDC.4

Background Leprosy is a debilitating, infectious disease caused
by Mycobacterium leprae leading to skin and nerve damage
and often lifelong handicaps. The unabated rate of new lep-
rosy case detection indicates that transmission of M. leprae is
persistent and that current measures for prevention and multi-
drug therapy (MDT) are insufficient. Contact with M. leprae-
infected individuals is a risk factor for development of leprosy.
Thus, detection of M. leprae-infected individuals without clini-
cal symptoms, allowing informed decision making on who
needs treatment at a preclinical stage, is vital to interrupt
transmission and can help prevent leprosy.

Immunoprophylaxis by vaccination or post-exposure pro-
phylaxis (PEP) with antibiotics provide effective strategies for
the prevention of leprosy. To target individuals unknowingly
spreading leprosy bacilli, methods allowing objective measure-
ment of M. leprae infection are needed. Besides antibody (Ab)
levels that correspond with bacterial load and higher risk of
progression to leprosy, detection of cytokine profiles can pro-
vide significant added value to identify infection.
Methods Quantitative detection of anti-PGL-I IgM antibodies,
and cytokines such as IP-10 was performed on lateral flow
(LF) test strips utilising the luminescent up-converting particle
(UCP) technology. Precise amounts of fingerstick (FS)-blood
samples were collected using disposable heparinised capillaries.
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Ab and cytokine levels in both FS-blood and serum from
leprosy patients in South-Africa, Brazil, Bangladesh and the
Netherlands and (their) contacts were measured using a port-
able reader.
Results Excellent correlation was demonstrated between data
for anti-PGL-I IgM Ab and cytokines obtained with serum
and FS blood from the same individuals.
Conclusion The quantitative UCP-LF test strips detecting anti-
PGL-I IgM Ab and cytokines for the detection of M. leprae
infection is compatible with fingerstick blood allowing near-
patient testing and immediate appropriate follow-up
counselling.

OC 8259 THE VALIDATE NETWORK: EXPLOITING SYNERGIES
BETWEEN COMPLEX INTRACELLULAR NEGLECTED
PATHOGENS TO EXPEDITE VACCINE R&D FOR
TUBERCULOSIS, LEISHMANIASIS, LEPROSY AND
MELIOIDOSIS

1Samantha Vermaak*, 2Helen Fletcher, 1Helen McShane. 1The Jenner Institute, Nuffield
Department of Clinical Medicine, University of Oxford, UK; 2The London School of Hygiene
and Tropical Medicine, UK

10.1136/bmjgh-2019-EDC.5

Background The VALIDATE ‘VAccine deveLopment for com-
plex Intracellular neglecteD pAThogEns’ Network is a Global
Challenges Research Fund (GCRF) Network, funded by the
UK MRC and BBSRC and led by the University of Oxford
and the London School of Hygiene and Tropical Medicine. It
aims to accelerate vaccine development for four intracellular
pathogens, Mycobacterium tuberculosis, Leishmania spp, Myco-
bacterium leprae and Burkholderia pseudomallei, by creating a
network of scientists from around the world in an interactive
community, sharing information, learning from synergies and
differences, and forming new collaborations promoting cross-
disciplinary, cross-pathogen, and cross-continent research.
Membership Currently VALIDATE has 125 members from 66
institutes in 28 countries, including world leading scientists,
post-doctoral researchers, postgraduate students, and interested
lay members from academia, governmental agencies, industry,
and non-profits.
Activities VALIDATE has four activity streams: 1) providing
funding to its members, including pump-priming grants for
excellent research, training grants for early career researchers,
and fellowships to transition post-doctoral researchers to inde-
pendence, 2) a members’ data-sharing portal, to encourage
real-time sharing of data, catalysing the application of insights
from one field into another, with an in-house Research Data
Analyst working on cross-pathogen applications, 3) providing
CPD opportunities for our members, including workshops,
seminars and a mentoring scheme, and 4) speeding the
dissemination of useful and relevant information via a hub
website (www.validate-network.org) and social media (@Net-
workValidate) where our members can easily find information
about new research, relevant funding calls, events, and train-
ing, mentoring and other opportunities. Interested parties can
read about our funded work, while a searchable directory of
members on our website and a free annual meeting facilitates
the formation of new collaborations.

VALIDATE is free to join and has an inclusive membership.
This network would be of interest to researchers at the
EDCTP Forum working on vaccine development for tubercu-
losis, leishmaniasis, leprosy and melioidosis.

OC 8277 IDENTIFICATION OF NEW CEREBROSPINAL FLUID
AND BLOOD-BASED BIOMARKERS FOR THE DIAGNOSIS
OF TUBERCULOUS MENINGITIS IN CHILDREN

Masilo Charles Manyelo*, Regan S Solomons, Gerhard Walzl, Novel N Chegou. Stellenbosch
University, South Africa

10.1136/bmjgh-2019-EDC.6

Background Tuberculous meningitis (TBM) is the most severe
form of extrapulmonary tuberculosis (TB). It mostly affects
young children and results in high morbidity and mortality,
mainly due to diagnostic delay. There is an urgent need for
new tests for the earlier and accurate diagnosis of the disease.
We previously identified a 3-marker cerebrospinal fluid (CSF)
biosignature (VEGF, IL-13, and LL-37) with potential to diag-
nose TBM. In the present study, we show that CSF and
blood-based biosignatures may be useful in the diagnosis of
TBM.
Methods CSF and serum samples were consecutively collected
from 47 children that were admitted to the Tygerberg Aca-
demic Hospital in Cape Town, South Africa, on suspicion of
having TBM. Using a multiplex platform, the concentrations
of 69 host markers were evaluated in the CSF and serum
samples from all the study participants, followed by statistical
analysis to ascertain the usefulness of these biomarkers as
diagnostic candidates for TBM disease.
Results Out of the 47 study participants, 23 (48.9%) were
finally diagnosed with TBM and 6 (12.8%) were infected with
HIV. Several CSF and serum biomarkers showed potential
individually as diagnostic candidates for TBM as ascertained
by area under the receiver operator characteristics curve
(AUC). However, the main findings of our study were the
identification of a four-marker CSF biosignature which diag-
nosed TBM with an AUC of 0.97 (95% CI, 0.92–1.00), and
a 3-marker serum biosignature which diagnosed TBM with an
AUC of 0.84 (95% CI, 0.73–0.96). We also validated a previ-
ously identified 3-marker CSF biosignature (VEGF, IL13 and
LL37) in the study.
Conclusion CSF and serum biosignatures may be useful in the
diagnosis of TBM in children. Our findings require further
validation in larger, multi-site studies after which the biosigna-
tures may be incorporated into point-of-care diagnostic tests
for TBM.

OC 8360 GLOBAL HEALTH RESEARCH AND ITS ROLE IN
IMPROVING HEALTH AND HEALTH EQUITY IN AFRICA

1Nchangwi Syntia Munung*, 1Jantina De Vries, 2Bridget F Pratt. 1University of Cape Town,
South Africa; 2Nossal Institute for Global Health, Melbourne School of Population and
Global Health, Australia

10.1136/bmjgh-2019-EDC.7

Background Health research has the potential to generate
knowledge that may be used to improve health and health
equity. This has led to calls for African governments to dedi-
cate at least 2% of their national budgets to heath research,
but such resource allocations have never been achieved.
Rather, most of health research in Africa continues to be
funded by high-income countries (HICs) and involves collabo-
rative partnerships between researchers in high-income coun-
tries and those in Africa. These research partnerships have
many benefits, but they also raise ethical issues related to jus-
tice and fairness in global health research.
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Methods The ‘Research for Health Justice Framework’ makes
recommendations on how global health research partnerships
may foster the ideals of justice through their selection of
research populations and questions, research capacity strength-
ening, delivery of ancillary care and the provision of post-trial
benefits. We applied these criteria to collaborative genomics
research consortia in Africa (an example of global health
research in Africa).
Results The results show that the lack of national health
research priorities in most African countries hinders the inten-
tion of global health actors to use global health research as a
means of promoting global health equity. Furthermore,
capacity building efforts need to be more coordinated and
monitored. The responsibility for this lies with several actors.
Conclusion The potential for global health research to
improve the health capability of countries in Africa will
require that attention is paid to research that improves the
health of people in Africa and that global health research
partnerships identify, first and foremost, what kind of capacity
strengthening is required and who is responsible for this activ-
ity. African governments and research institutions can play a
role to help global health research improve health and health
equity in Africa, in ways that are sustainable.

OC 8378 REQUIREMENTS FOR THE ETHICAL CONDUCT OF
CLINICAL RESEARCH IN CAMEROON, SUB-SAHARAN
AFRICA: THE IMPORTANCE OF ACTIVE MONITORING

1Marceline Djuidje Ngounoue*, 2Jerome Ateudjieu, 1Charles Fokunang, 3Primus Che Chi,
1Mireille Ndje Ndje, 1Sylvie Kwedi Nolna, 4Gisele Magne, 5,6Lazare Kaptue. 1University of
Yaounde I, Cameroon; 2University of Dschang, Cameroon; 3Peace Research Institute Oslo
(PRIO), Norway; 4Clinique Bastos, Cameroon; 5Universite des Montagnes, Bangangte,
Cameroon; 6Cameroon National Ethics Committee, Cameroon

10.1136/bmjgh-2019-EDC.8

Background Previous evaluation of the state of ethics regula-
tion in Cameroon revealed: law regulating clinical research is
lacking; existing committees lack infrastructure and financial
support to sustainably review and effectively monitor approved
protocols. The present Cameroon National Ethics Committee
(CNEC)-EDCTP project aimed at implementing and evaluating
active monitoring of clinical research in Cameroon.
Methods Between 2011–2013, approved clinical trials and pro-
tocols involving transfer of biological materials abroad were
consecutively monitored. The monitoring tool, a questionnaire
on the conformity of key documents e.g. research protocols,
ethical clearance, informed consent documents, investigator’s
brochure, with a focus on GCP standards was sent to pro-
moters/investigators ten days prior to the field visit. Teams of
two-three monitors, made up of CNEC members and inde-
pendent consultants, were mobilised per site (hospital/research
institute/NGO). Reports with key recommendations were sub-
mitted to CNEC for review and approval, to different pro-
moters/investigators, and the Regulatory Authority for action;
the monitoring summary was submitted to EDCTP.
Results Up to 22 site visits were done throughout the country,
monitoring about 30 protocols within 11 hospitals, 9 research
institutes, a National Programme and a non-governmental
organisation. All sites had ethical clearance and administrative
authorisation for research. From the registered number of
research participants, less than half of the signed consent
forms were available. Other issues were the lack of full

involvement of local investigators, inexistence of material
transfer and data sharing agreements with collaborative stud-
ies, non-implication of study communities/participants. As edu-
cators-consultants, monitors formulated recommendations to
investigators, ethics committees and regulatory authority, insist-
ing on the implication of local PI/collaborators with defined
percentages of time to be devoted for research and good par-
ticipatory practice among research communities/participants.
Conclusion Active monitoring shows some formality in the
application of ethical/administrative clearance in Cameroon.
However, complex issues raised confirm the necessity of con-
tinuous monitoring to meet the high standards for clinical
research ethics in Cameroon.

OC 8391 AFREENET (AFRICA ETHICS EXCELLENCE NETWORK):
A NETWORK OF NATIONAL RESEARCH ETHICS
COMMITTEES ENGAGED IN THE REINFORCEMENT
OF THEIR CAPACITIES

1Virginie Pirard, 2Louis Penali, 4Armande Gangbo, 3Oumou Younoussa Sow,
1Samira Ouchhi*. 1Institut Pasteur, Paris, France; 2National Ethics Committee for Health
Research, Côte d’Ivoire; 3National Ethics Committee for Health Research, Conakry, Guinea;
4National Ethics Committee for Health Research, Benin

10.1136/bmjgh-2019-EDC.9

Background The establishment of research ethics committees
(RECs) in charge of reviewing research protocols answers the
need to regulate with an ethical framework the development
of clinical trials, biomedical research and technologies affecting
human health. The first RECs were instituted at the national
level in the 60 s, and were gradually put in place in Africa as
a result of research projects development in the area of epi-
demics such as HIV infection, and to meet one of the major
requirements of the Helsinki Declaration and the international
ethical Guidelines CIOMS: ‘each research protocol involving
humans has to be reviewed by an independent ethics commit-
tee’. However, RECs in Africa are still facing various chal-
lenges in the accomplishment of their missions. Among them,
RECs located in the West-African French speaking area are
reporting an urgent need for networking and coordinating
their effort.

Supported by EDCTP, AFREENET (AFRica Ethics Excel-
lence NETwork) is a 3 year collaborative project between
three RECs, respectively in Côte d’Ivoire, Guinea and Benin,
and coordinated by the Ethics Unit of Institut Pasteur
(France), which aims to reinforce RECs capacities.

The project will lead to reinforcement of training capacities
through a long-term strategy to establish mechanisms to
ensure and update members’ training, and to develop a pool
of ethics trainers. Based on RECs experiences, network activ-
ities will permit to share and identify valuable practices on
global ethics oversight, such as monitoring, SOPs, regulatory
issues and sensitisation. The preparation of Ethics Committees
for the potential occurrence of outbreaks will be specifically
addressed through an Outbreak preparation plan built upon
lessons learnt from the Ebola crisis.

Creating synergies and mutual empowerment between
African RECs will increase their visibility, their capacity for
advocacy and their recognition as key actors of a responsible
ethics research framework at the national, regional and inter-
national level.
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OC 8405 IDENTIFICATION OF AN MTB-SPECIFIC SOLUBLE HOST
SIGNATURE FOR RISK OF DEVELOPMENT OF ACTIVE TB
IN HIV-POSITIVE MTB-EXPOSED CONTACTS

1Joseph Mendy, 2Novel N Chegou, 3Harriet Mayanja-Kizza, 2Kim Stanley, 4Bonnie Thiel,
5Tom Ottenhoff, 6Stefan Kaufmann, 4Henry Boom, 2Gerhard Walzl, 1Jayne Sutherland*.
1MRC Unit at London School of Health and Tropical Medicine, The Gambia; 2Stellenbosch
University, South Africa; 3Makerere University, Kampala, Uganda; 4Case Western Reserve
University, Cleveland, USA; 5Leiden University Medical Centre, The Netherlands; 6Max
Planck Institute for Infection Biology, Berlin, Germany

10.1136/bmjgh-2019-EDC.10

Background With 2 billion people infected with Mycobacterium
tuberculosis (Mtb) worldwide, identification of those most at-
risk of progressing to active disease would provide a targeted,
cost-effective approach for preventative therapy strategies. The
GC6–74 project recruited Mtb-exposed HIV-positive (HIV+)
contacts from 5 African countries with the aim of identifying
molecular and protein signatures for identification of ‘at-risk’
subjects by comparing those who progressed to active disease
(progressors) to those who remained asymptomatic (controls).
Methods For this arm of the project, we analysed longitudinal
samples from 12 HIV +progressors and 28 HIV +matched
controls from Uganda (Makerere University, MAK) and South
Africa (Stellenbosch University, SUN). Diluted whole blood
was stimulated for 7 days with 7 Mtb-specific antigens plus
controls. Supernatant was collected and a 38-plex multiplex
assay performed following identification of confirmed progres-
sors and controls.
Results The median time to progression to active disease was
510 days for SUN and 425 days for MAK participants. Baseline
CD4 counts were 163 cells/ml for progressors and 154 cells/ml
for controls. Baseline responses showed significantly lower IL-4
production in progressors following ESAT-6/CFP-10 (EC) stimu-
lation (p=0.0309) and significantly higher macrophage-derived
chemokine (MDC) following both Rv3019 and TB10.4 stimula-
tion. For the time-point closest to progression, IL-10 production
following EC stimulation and IFN-g production following
Rv3019 stimulation were significantly higher in progressors than
controls (p=0.0024 and p=0.0028 respectively). A combination
of 12 analytes following EC and TB10.4 stimulation gave
84.4% and 91.1% correct classification respectively.
Conclusion We have defined a soluble signature for detecting
likely progression to active TB in HIV +subjects 1 year prior
to progression. Following validation in other cohorts, this
could be exploited for development of a field-friendly test for
targeted interventional therapy.

OC 8415 A TRANSLATIONAL PRECLINICAL PLATFORM TO ASSESS
THE CHEMOPROPHYLAXIS AND CHEMOPREVENTION
DOSE-RELATIONSHIP OF MALARIA DRUGS: THE CASE
STUDY OF M5717

1Sofia Rebelo, 1Daniel Simão, 1Franscisca Arez, 2Diana Fontinha, 2Marta Machado,
1Tatiana Martins, 3Christoph Fischli, 4Claude Oeuvray, 1Manuel Carrondo,
3Matthias Rottman, 4Thomas Spangenberg, 1Catarina Brito*, 4Beatrice Greco,
2Miguel Prudencio, 1Paula M Alves. 1Instituto de Biologia Experimental e Tecnológica,
Oeiras, Portugal; 2Instituto de Medicina Molecular, Lissbon, Portugal; 3Swiss Tropical and
Public Health Institute, Basel, Switzerland; 4Merck Global Health Institute, Eysins,
Switzerland

10.1136/bmjgh-2019-EDC.11

Major progress has been made in the control of malaria lead-
ing to significantly reduce the number of cases and deaths.

However, to reach the elimination stage, new tools will be
needed, including combination of drugs capable of blocking
the spread of malaria through chemoprophylaxis.

M5717 is a first-in-class compound that targets the Plasmo-
dium Eukaryotic translation Elongation Factor 2, essential for
protein synthesis. M5717 is highly potent against all develop-
ing stages of Plasmodium parasites and has a long half-life
suggesting that a single dose development may be possible for
cure, prophylaxis and transmission blocking activities. In vivo
preclinical PK/PD data indicates an increased exposure in the
portal vein compared to peripheral circulation translating into
a prophylactic activity at a lower dose than the curative one.
M5717 is currently completing first-in-man studies with the
objective of initiating clinical prophylactic development in
2019. Additional data to model the human prophylactic dose
will be needed prior to initiate the studies to demonstrate
clinical efficacy (phase 2).

We recently established a human cell-based platform for
drug screening against Plasmodium liver-stage infection relying
on human hepatic 3D cultures in bioreactors supporting
rodent P. berghei infection with similar rates of infection and
parasite development compared to existing models. The plat-
form was validated by assessing the activity of currently used
antimalarial drugs.

Here we report the data of a dose response experiment to
establish the liver stage efficacious concentration of M5717
compared to atovaquone in Plasmodium-infected hepatic 3D
cultures. The data obtained with this new model were con-
firmed using the in vivo model of P. berghei sporozoite-
induced infection in mice, demonstrating the validity of the
Plasmodium-infected hepatic 3D cultures as an enabling tech-
nology for malaria drug development. These data are also
providing additional evidence that M5717 should be devel-
oped as a chemoprophylactic agent for the prevention of
malaria.

OC 8431 CLINICAL RESEARCH AND SUSTAINABLE DEVELOPMENT
IN SUB-SAHARAN AFRICA: THE IMPACT OF NORTH-
SOUTH PARTNERSHIPS

Agnes Saint-Raymond*, Martin Harvey, Maria Cavaller. European Medicines Agency,
London, UK

10.1136/bmjgh-2019-EDC.12

Background The European legislation introduced in 2004
(under article 58) a collaboration tool to increase access to
high quality and effective medicines in low- and middle-
income countries. The European Medicines Agency (EMA) can
provide scientific opinions on medicines intended for signifi-
cant public health needs, in partnership with the World
Health Organisation (WHO) and the relevant ‘target’ non-EU
regulatory authorities. This EU-Medicines4all (EU-M4all) initia-
tive contributes to the broader Global Health Mandate of the
EU.
Methods We contacted the pharmaceutical companies holding
‘article 58’ scientific opinions and compiled the number of
actual approvals based on these opinions.
Results Nine medicines have been assessed so far, most of
them for HIV/AIDS, tuberculosis, malaria and maternal/new-
born health. Although this figure may appear low, the impact
of the corresponding scientific opinions is much wider. Appro-
vals were granted in 66 different countries worldwide, 38 of
which are in Africa, based on these opinions.
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Discussion Such scientific opinions on the quality, safety and effi-
cacy of the medicines are provided by the EMA’s Committee for
Medicinal Products for Human Use (CHMP). Prior to this, it is
recommended to agree on the data to be generated through scien-
tific advice. The opinions are based on the same standards as used
for those approved for Europe, with considerations for local con-
ditions of use. To promote reliance on EMA scientific outputs and
awareness of the procedure, two training events with regulators
from Southern and from Western Africa are organised in partner-
ship with WHO, NEPAD and local regulators in June 2018.
Conclusion We have shown that this ‘article 58’ procedure has
a true impact and we encourage applications by companies
developing medicines, aimed to prevent or treat diseases of
significant public health interest, to be marketed outside the
EU. This will ensure timely access of medicines by patients in
target countries all over the world.

OC 8432 EVALUATION OF AN ANTIBODY-DETECTING POINT-OF-
CARE TEST FOR THE DIAGNOSIS OF TAENIA SOLIUM
TAENIASIS AND NEUROCYSTICERCOSIS/CYSTICERCOSIS
IN AN ENDEMIC AREA

1Chishimba Mubanga*, 1Kabemba Mwape, 2Gideon Zulu, 1Isaac Phiri, 3Chiara Trevisan,
3Pierre Dorny, 4Sarah Gabriel, 4Inge Van Damme. 1University of Zambia, Lusaka, Zambia;
2Ministry of Health, Lusaka, Zambia; 3Institute of Tropical Medicine, Antwerp, Belgium;
4University of Ghent, Belgium

10.1136/bmjgh-2019-EDC.13

Background Taenia solium taeniasis/(neuro)cysticercosis is a
neglected parasitic zoonosis with significant economic and pub-
lic health impacts. Neurocysticercosis is responsible for 30%
cases of acquired epilepsy in endemic areas. Diagnosis and case
management of neurocysticercosis/taeniasis in resource-limited
endemic countries is challenging. Reliable, inexpensive and easy
to use diagnostic tools with sufficient sensitivity and specificity
are currently not available. A new point-of-care (POC) test
based on recombinant rT24H and rES33 proteins developed by
the Centre for Disease Control in Atlanta (US) which combines
diagnosis of taeniasis and cysticercosis has been developed,
however, its performance at community level is not known.
The aim of this study is therefore, to evaluate the diagnostic
performance of this test in a community setting.
Methods The study site is Mtandaza community, Sinda district,
Eastern Province of Zambia. The diagnostic accuracy is being
evaluated for taeniasis and (neuro) cysticercosis in 1200 ran-
domly selected participants in a community-based study. The
performance characteristics (sensitivity and specificity) for neu-
rocysticercosis will be computed by cross-tabulating of POC
results with those of the ‘neurocysticercosis diagnosis’ while a
Bayesian approach will be used for cysticercosis and taeniasis
to compare the performance of the index test with reference
tests (enzyme-linked immuno-electrotransfer blot (EITB), B158/
B60 Ag-ELISA, Ab-ELISA, Copro-Ag ELISA, PCR).
Results Preliminary results of 505 POC tests so far conducted
show that 0.8% were positive for taeniasis, 9.1% for cysticer-
cosis and, 4.6% were invalid or unclear. Except for Copro-Ag
and B158/B60 Ag-ELISA for taeniasis and cysticercosis respec-
tively, reference tests are yet to be conducted.
Conclusion Results will show the diagnostic value of the POC
test and its applicability for use at community level in endemic
areas. If successful, implementation of the tool will enable early
detection of taeniasis and suspected neurocysticercosis cases and
lead to improved patient management and treatment outcomes.

OC 8435 MULTI-BIOMARKER TEST STRIP FOR POINT-OF-CARE
SCREENING FOR ACTIVE TUBERCULOSIS: A FIVE-
COUNTRY MULTI-CENTRE TEST EVALUATION

1Paul Corstjens*, 1Anouk Van Hooij, 1Elisa Tjon Kon Fat, 1Shannon Herdigein, 5Anna
Ritah Namuganga, 6Azaria Diergaardt, 2Hygon Mutavhatsindi, 3Awa Gindeh,
4Adane Mihret, 2Gian Van De Spuy, 6Gunar Gunther, 4Rawleigh Howe, 5Harriet Mayanja-
Kizza, 3Jayne Sutherland, 2Novel N Chegou, 1Tom Ottenhoff, 2Gerhard Walzl,
1Annemieke Geluk. 1Leiden University Medical Center, The Netherlands; 2Stellenbosch
University, South Africa; 3Medical Research Council, Serrekunda, The Gambia; 4Armauer
Hansen Research Institute, Addis Ababa, Ethiopia; 5Makerere University School of Medicine,
Kampala, Uganda; 6University of Namibia School of Medicine, Windhoek, Namibia

10.1136/bmjgh-2019-EDC.14

Background Inexpensive rapid screening tests that can be used
at the point-of-care (POC) are vital to combat tuberculosis.
Particularly, less invasive non-sputum-based biomarker tests for
all TB forms can help controlling transmission. Availability of
such tests would significantly accelerate and streamline diag-
nostic approaches, improve cost-efficiency and decrease
unnecessary costly GeneXpert referrals.
Methods Multi-biomarker test (MBT) devices measuring levels
of selections of up to six serum proteins simultaneously on a
single lateral flow (LF) strip were produced. The strip con-
tains individual capture lines for a biomarker selection allow-
ing discrimination of TB-patients from other respiratory
diseases (ORD). Only biomarkers successfully evaluated with
singleplex strips (single biomarker tests) were applied to the
MBT device. Quantitative signals are recorded with a low-cost
handheld reader compatible with the applied luminescent up-
converting particle (UCP) label. Biomarker selection and algo-
rithms used to distinguish potential-TB and ORD are flexible.
Results Results obtained with MBT strips containing multiple
test lines correlate well with singleplex LF strips. Using LF
tests for 5 selected biomarkers a sensitivity of 94% and specif-
icity of 96% could be achieved with a confirmed South Afri-
can selection of 20 TB and 31 non-TB samples. Patients were
designated TB positive when scoring a value above the cut-off
threshold for at least 3 out of 5 biomarkers. Serum samples
of potential TB patients collected at five medical research
institutes (Ethiopia, Namibia, South Africa, The Gambia,
Uganda) were tested locally with MBT strips comprised of
CRP, SAA, IP-10, Ferritin, ApoA-I and IL-6 and results ana-
lysed to obtain an overall pan-Africa applicable signature.
Conclusion Evaluated POC applicable UCP-LF devices detect-
ing serum biomarker signatures can help to distinguish active
TB from other respiratory diseases and as such can prioritise
highest-risk patients for further care. Ongoing prospective
studies evaluate the MBT strip with fingerstick blood and do
not require a laboratory or trained phlebotomist anymore.

OC 8450 ABSENCE OF MINORITY HIV-1 DRUG-RESISTANT
VARIANTS FOLLOWING MOTHER-TO-CHILD
TRANSMISSION DOES NOT PREDICT VIROLOGIC
SUCCESS OF FIRST-LINE ANTIRETROVIRAL THERAPY

1Cissy Kityo*, 2,3Tobias Rinke De Wit, 1Immaculate Nankya, 4Sheilla Balinda,
2,5Kim Sigaloff, 1Emmanuel Ndashimye, 1Peter Mugyenyi, 6,7Miguel Quinones-Mateu. 1Joint
Clinical Research Centre, Kampala, Uganda; 2Amsterdam Institute for Global Health and
Development, The Netherlands; 3Academic Medical Center, University of Amsterdam, The
Netherlands; 4MRC/UVRI and LSHTM Uganda Research Unit, Uganda; 5Leiden University
Medical Center, The Netherlands; 6Case Western Reserve University, Cleveland, USA;
7University Hospitals Cleveland Medical Center, USA

10.1136/bmjgh-2019-EDC.15
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Background Although minority HIV-1 drug-resistant HIV-1
variants may be selected under antiretroviral pressure, leading
to therapy failure, their clinical significance remains controver-
sial. This is particularly relevant in the case of prevention of
mother-to-child transmission (MTCT), where transmitted drug
resistance can affect treatment outcomes.
Methods An ultrasensitive HIV-1 genotyping assay based on
deep sequencing (DEEPGENHIV) with a 1% mutation fre-
quency sensitivity, was used to quantify MTCT drug-resistant
variants in 38 prenatally HIV-infected children experiencing
(Group I, n=27) or not (Group II, n=11) virologic failure 12
months after initiating first-line antiretroviral therapy (ART) as
part of a paediatric cohort in Uganda.
Results Infants were infected with subtype A(n=20), D(n=16)
or C(n=2) HIV-1 strains, distributed equally between both
patients’ groups. Similarly, no significant difference was
observed in intra-patient HIV-1 diversity among viruses
obtained from Group I or II individuals at baseline. DEEP-
GENHIV was able to detect all the mutations originally
detected in samples obtained from four control patients in
Group II, where drug resistance was identified at baseline
using Sanger sequencing, e.g. K65R (78% mutation frequency),
K103N (47%), or M184V (85%). More importantly, a series
of low abundance (<20% detection limit of Sanger) primary
and compensatory mutations associated with resistance to PIs
(D30N, Q48V), NRTIs (D67N, K219Q), or NNRTIs (L100I,
K103N) were identified in both groups of patients, although
just a few seem to have been selected and became majority
variants after 12 or 24 months of ART.
Conclusion DEEPGENHIV improves the detection of minority
viral variants in infants following MTCT; however, most of
the emergent HIV-1 drug resistance mutations were not
present at low frequency at baseline in subjects failing ART,
most likely being generated and selected following exposure
to treatment. Further studies, using this or other ultrasensitive
assays, are needed to better understand the transmission,
dynamics and overall evolution of minority drug-resistant
viruses in MTCT.

OC 8453 SCALING-UP MASS TESTING AND TREATMENT
EFFECTIVELY REDUCED MALARIA ASYMPTOMATIC
PARASITAEMIA IN CHILDREN UNDER 15 YEARS OF AGE
IN GHANA

1Ignatius Cheng Ndong*, 1Collins Stephan Ahorlu, 1Daniel Okyere, 1Alexander A Nyarko,
2Alfred Amambua-Ngwa, 1Kwakwo A Koram. 1Noguchi Memorial Institute for Medical
Research, University of Ghana, Accra, Ghana; 2Medical Research Council, Serrekunda, The
Gambia

10.1136/bmjgh-2019-EDC.16

Background Global efforts to scale up malaria control inter-
ventions that work, are gaining momentum. These include the
use of long-lasting insecticide nets, intermittent preventive
treatment and test, treat and track using artemisinin-based
combination therapies. Mass testing, treatment and tracking
(MTTT) of the entire populations complemented by home-
based management (HBM) using volunteers could be an effec-
tive approach at lower cost. MTTT of children in Ghana has
demonstrated a parasite load reduction of 90%. However,
unanswered questions include – Could this be scaled-up?
What proportion of the community could be covered? What
do we need? Can MTTT reduce asymptomatic parasitaemia
levels in under-15 children?

Methods The target population for this study was 5000
asymptomatic individuals in seven communities in the Pakro
subdistrict in Ghana. A community register was developed fol-
lowing a census. Community volunteers conducted quarterly
house-to-house testing (using RDTs) and treating positive cases
with ACTs. Between interventions HBM was conducted.
Results In those tested, asymptomatic malaria parasitaemia
reduced from 1795 (36.3%) in July 2017 to 942 (23.1%) in
March 2018. In eight months, parasitaemia declined by 43.5%
and 37.3% in children under 15 and under 5, respectively.
Coverage was 98.8% in July 2017 and 81.4% in March
2018. One of the challenges that surfaced was the fact that
decrease in hospital attendance had a negative effect on
money generated by the health facility. The district and sub-
district services, though appreciating the work, indicated that
the negative effect on the health system may be serious and
that measures need to be taken to address alternative financ-
ing for the health system.
Conclusion This study has demonstrated that combining
MTTT and home-based management of malaria could reduce
prevalence in under-15 children and that using community
volunteers could ensure effective coverage at lower cost. There
is need to start looking at financing of the health system
without malaria.

OC 8459 ASSESSMENT OF PARASITE CLEARANCE AFTER
REPEATED TREATMENT WITH ARTESUNATE
AMODIAQUINE, DIHYDROARTEMISININ-PIPERAQUINE,
PYRONARIDINE-ARTESUNATE IN MALARIA PATIENTS IN
BURKINA FASO

Issiaka Soulama*, Sodiomon B Sirima. Centre National de Recherche et de Formation sur le
Paludisme, Ouagadougou, Burkina Faso

10.1136/bmjgh-2019-EDC.17

Background Reports from Southeast Asia showed delayed par-
asite clearance after treatment with known artemisinin-based
combination therapies (ACTs), the first-line treatment for
malaria. We then carried out a study in the framework of the
WANECAM clinical trial to assess comparatively the parasite
clearance time and rate from P. falciparum malaria patients
repeatedly treated with the artesunate-amodiaquine (ASAQ),
dihydroartemisinin-piperaquine (DHA-PQ) and artesunate-pyro-
naridine (PYR).
Methods A randomised, phase III/IV comparative, multicentre,
open-label, parallel 3-arms trial was conducted in Banfora
Health District area comparing the efficacy of a three-day reg-
imen of DHA-PQ, PYR with ASAQ for the treatment of chil-
dren (above 6 months) and adults with uncomplicated
falciparum malaria. From August 2012 to December 2013,
each randomised patient was followed up for 42 days over a
period of two years. Treatment was directly observed, and
blood smear samples were collected twice daily (12 hour
±2 hour) until parasite clearance.

The endpoints of the present sub-study were parasite clear-
ance rate and time. The secondary endpoints included PCR-
corrected and uncorrected cure rates.
Results Out of 2843 screened patients, 763 were recruited for
parasite clearance endpoint analyses. The median parasite
clearance time (PCT) was 24.1 hour (2-sided 95% CI, 24.0 to
24.2 hour), 23.9 hour (2-sided 95% CI, 23.8 to 24.0 hour)
and 24.2 hour (2-sided 95% CI, 24.1 to 24.5 hour), in PYR
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and DHA-PQ, respectively. The PCR-corrected efficacy rates
were estimated at 99.8%; 99.7%; 99.9%, at day 28% and
99.3%; 99.7%–99.9% in PYR, ASAQ and DHA-PQ,
respectively.
Conclusion The parasite clearance times were comparable
among the three ACT arms of treatment and their efficacy
was comparable and higher than 99%. There was no delay in
parasite clearance time (PCT �72 hour).

OC 8465 THE DEVELOPMENT OF A CONJUGATE VACCINE
AGAINST GROUP B STREPTOCOCCUS: AN AFRICAN
PERSPECTIVE

Seanette Wilson*, Patrick Tippoo. The Biovac Institute, Cape Town, South Africa

10.1136/bmjgh-2019-EDC.18

Background Streptococcus agalactiae, or group B streptococcus
(GBS), is a gram-positive streptococcal bacterium that is well-
recognised as one of the leading causes of infant death, partic-
ularly in the early neonatal period (the first week of life). An
estimated one in five pregnant women around the world car-
ries GBS bacteria in their gastrointestinal or genitourinary
tracts and vertical transmission from colonised mothers can
lead to invasive disease in their offspring. A recent study con-
servatively estimated that out of 410,000 GBS cases globally
every year, there are at least 1 47 000 stillbirths and infant
deaths. Despite being home to only 13% of the world’s popu-
lation, Africa has the highest GBS disease burden, with 54%
of estimated cases and 65% of stillbirths and infant deaths.

An effective GBS vaccine, given during pregnancy, is a
promising strategy to protect against GBS disease. Currently,
no licensed vaccine exists to prevent it, but scientific evalua-
tion of feasibility is favourable. The leading vaccine candidates
are capsular polysaccharide-protein conjugate vaccines. Evi-
dence suggests maternal immunisation with a safe and effective
GBS vaccine may reduce the disease risk in neonates and
young infants.

The Biovac Institute was established as a private-public
partnership and is the only Southern African vaccine manufac-
turer. Located in Cape Town, South Africa, Biovac’s mission is
to become a leading vaccine developer and producer in South
Africa to increase capacity in Africa which only has four other
vaccine manufacturers.

In collaboration with PATH, an international health organi-
sation, and other partners, Biovac is developing a multivalent
conjugate vaccine against GBS. The first stage of the project
involves the development of biopharmaceutical manufacturing
processes and analytical tests, the preparation of clinical trial
product, and execution of a first-in-human clinical trial.

This presentation will provide an overview of the project,
progress to date, and the path to commercialisation.

OC 8469 REVIEWING INVESTIGATIONAL PRODUCT’S QUALITY
ASSURANCE DOCUMENTATION IN MAJOR CLINICAL
TRIAL REGISTRIES FOR POST-MARKETING CLINICAL
TRIAL STUDIES

1,2Joachim Doua, 1,3Hanneke Dominicus*. 1Consortium for African Regulatory Expertise
Development (CARED), The Hague, The Netherlands; 2Johnson and Johnson, Brussels,
Belgium; 3Dominicus Medicus Consultancy, The Hague, The Netherlands

10.1136/bmjgh-2019-EDC.19

Background The proven worrisome quality of medicines mar-
keted in developing countries also affects clinical trials (CTs)
as they may be used as Investigational Medicinal Products
(IMPs). By regulation, CT sponsors should assure IMP’s qual-
ity and describe their quality measures in CT protocols that
should be registered in a CT Registry (CTR). To check com-
pliance with this regulation, we reviewed major CTRs to
assess the availabilities of data fields on IMP quality for post-
marketing CTs.
Methods Two reviewers independently assessed English ver-
sions of CTRs of International Committee of Medical Journal
Editors (ICJME) and WHO platforms in July 2017. Each
CTR was checked for availability of data fields on: brand
name; manufacturer’s name; regulatory approval status;
approving regulator; manufacturer’s compliance with Good
Manufacturing Practices (cGMP); and quality testing (IMP
appearance, impurities, microbial contamination, dosing). In
case of discrepancy, consensus was sought.
Results Of 19 CTRs identified, 8 and 6 belonged to WHO
and ICMJE, respectively, and 5 were equally part of both
platforms. All CTRs had an ‘intervention’ data field to capture
data on IMPs and IMP comparators. Unlike all others, the
Canadian CTR used ‘drug name’ rather than ‘intervention’.
Only the EU CTR had data fields for ‘manufacturer’s name’,
‘product approval status’, and ‘approving authority’. None of
the CTRs had data fields on ‘cGMP’ or ‘quality testing’.
Conclusion None of the CTRs of ICMJE and ICTRP has
adequate data fields to establish that the source of post-mar-
keting IMPs is of assured quality. This is astonishing given the
extensive requirements in WHO and ICMJE guidelines. The
gap of quality assurance fields should be bridged by adding
them to CTRs. Specifically, IMP quality testing should be con-
ducted before, during, and after clinical trial completion. Until
adoption of these measures, EU-CTR should be favoured for
registration of CTs conducted in developing countries.

OC 8474 ASSESSMENT OF ETHICS REVIEW FRAMEWORKS FOR
HEALTH RESEARCH IN EAST AFRICA FOR PURPOSES OF
HARMONISATION

1Gibson S Kibiki, 1Novat Twungubumwe*, 2Francis Kombe, 3Carel IJsselmuiden, 4Prince
N Bahati, 4Anatoli Kamali, 1Jean De Dieu Ngirabega. 1East African Health Research
Commission, Burundi; 2Council on Health Research for Development, Kenya; 3Council on
Health Research for Development, Geneva, Switzerland; 4International AIDS Vaccine
Initiative, Nairobi, Kenya

10.1136/bmjgh-2019-EDC.20

Background Capacity in health research ethics review is key in
Africa, given the increase in research activities, complexity,
and use of advanced technologies. Harmonising ethics review
frameworks can address challenges attributable to these com-
plexities. Establishing an effective harmonised framework that
is optimum or protection of the research subjects requires
assessment of review capacity.

The East African Health Research Commission commis-
sioned a study to assess the capacity of Review Ethics Com-
mittees (RECs) in the East African Community (EAC)
countries, as a step towards strengthening and harmonising
the regions’ capacity and review frameworks.
Methods A desktop review of documentation (national and
institutional guidelines, policies and SOPs) was conducted in
five EAC countries. Semi-structured questionnaires were used
to collect data from key informants. Qualitative interviews
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were used to collect views on stakeholders’ perception of ben-
efits, opportunities and challenges of harmonisation.
Results Sixty-nine (69) accredited RECs were mapped. All
countries had national ethics guidelines and National Research
Regulatory Authorities, whose mandates varied across coun-
tries. 57% of RECs reviewed local and international research,
43% reviewed local studies only. On average, 91 protocols
were reviewed annually across all RECs (range 15 to 200).
Membership ranged from 6 to 22 members per REC, with
age range of 29 to 75 years.

Annual budget allocation ranged from $3000 to $2.9 mil-
lion financed through review fees (84%) or/and institutional
budget (14%). 71% of RECs had education policy but 41%
had members with training in ethics. Review turn-around time
ranged from 14 to 90 days. All RECs supported harmonisa-
tion and attributed it to improved efficiency, quality and
standardised costs.
Conclusion Similarities and dissimilarities were noted in the
EAC countries’ ethics review frameworks. Harmonisation
should consider 1) harmonisation of policy frameworks and
tools; 2) institutionalisation of regional joint review mecha-
nisms, 3) standardisation of training and capacity strengthen-
ing, 4) Review of the REC operational and financing models.

OC 8477 MAKING RESEARCH EASIER, BETTER AND FASTER
THROUGH KNOWLEDGE SHARING AND BUILDING
COMMUNITIES OF PRACTICE

Leandro Abade. The Global Health Network, UK

10.1136/bmjgh-2019-EDC.21

Background The Global Health Network improves the health
research capacity of low- and middle-income countries
(LMICs) by facilitating know-how and knowledge exchange
between organisations, disease areas, regions and roles. We
show how we use the sharing phenomenon to transform and
drive health research in resource-limited settings.
Methods We harnessed cutting-edge technology that facilitates
engagement of medical researchers and healthcare professionals
in low-resource settings and creates opportunity for knowledge
exchange and capacity development in global health. We built
highly functional digital communities of practice (CoPs) that
serve as learning and sharing tools for researchers, and a gate-
way for sharing experience about disease research. These CoPs
are intertwined with regional activities such as training work-
shops with health care professionals, which helps to enhance
engagement and impact.
Results We disseminate resources with collaborators to enable
research in LMICs via 37 CoPs. The data derived from these
CoPs is used to identify knowledge-gaps in research capacity,
as well as a guide to the development of resources and tools,
such as standardised outcome measures. The network has
developed 25 free peer-reviewed e-learning courses covering a
wide range of topics, as well as high-quality professional
development tools. We highlight the WHO-TDR Professional
Development Scheme that tracks and guides training and
career development. The network has trained over 33 500
professionals (with >400 k courses taken) across 119 LMICs

on the principles of good clinical practices ensuring the safety
of research participants and the integrity and validity of
research data.
Conclusion The Global Health Network is enabling research
in areas where data is missing by providing tools, training,
and resources whilst supporting and training research teams.
The next step is to widen this impact and invite new
researchers to drive and enable more and better clinical
research in places and situations where evidence is still woe-
fully lacking.

OC 8489 CLINICAL DEVELOPMENT OF A THERAPEUTIC VACCINE
FOR PREVENTION OF POST KALA AZAR DERMAL
LEISHMANIASIS

1Paul Kaye, 2Ahmed Musa*, 6Joseph Olobo, 5Margaret Mbuchi, 3Asrat Hailu Mekuria,
4Flavia D’Alessio, 4Sophie Houard, 4Odile Leroy. 1University of York, UK; 2IEND, University
of Khartoum, Sudan; 3University of Gondar, Ethiopia; 4European Vaccine Initiative,
Universitäts Klinikum Heidelberg, Germany; 5Kenya Medical Research Institute, Nairobi,
Kenya; 6Makerere University, Kampala, Uganda

10.1136/bmjgh-2019-EDC.22

Background The leishmaniases represent a complex of human
diseases, with 350 million people at risk of infection world-
wide. Although the potential benefits of vaccination have been
well-recognised, no human vaccine is registered. Post-kala azar
dermal leishmaniasis (PKDL) is a chronic skin disease often
following treatment for visceral leishmaniasis (VL). In addition
to affecting quality of life, evidence suggests that PKDL
patients may also act as reservoirs for VL transmission. Hence,
PKDL vaccines may have a significant impact on disease bur-
den. We recently developed a third-generation adenoviral vac-
cine for leishmaniasis (ChAd63-KH) that has been evaluated
for safety and immunogenicity in healthy volunteers (Osman
et al,2017). ChAd63-KH is currently being evaluated for
safety as a therapeutic in Sudanese PKDL patients, with a
phase IIb RCT starting in late 2018. With EDCTP funding,
we are initiating a new phase IIa/IIb study (PREV_PKDL)
to determine whether ChAd63-KH can prevent PKDL
development.
Methods In PREV_PKDL, we will conduct an open-label phase
IIa safety study, followed by a placebo blinded, phase IIb
RCT. Safety and clinical response represent primary outcome
measures, and immunogenicity is a secondary outcome meas-
ure. In addition, working across the four countries of Leish-
maniasis East Africa Platform (LEAP), we will use deep
phenotyping methods to study the immune status of patients
before and after treatment for VL to understand why PKDL
development is limited to specific geographic regions. This
work, and other research in the region, will be supported by
the creation of a new flow cytometry ‘centre of excellence’
within LEAP.
Results An update on the progress of our current therapeutic
trial in PKDL patients will be provided.
Conclusion PREV_PKDL represents an important step in the
clinical development of ChAd63-KH and will help develop
capacity to support future vaccine and drug trials for leishma-
niasis in the East Africa Region.
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OC 8491 PREPVACC: A PHASE III, MAMS ADAPTIVE
PROPHYLACTIC HIV VACCINE TRIAL WITH A SECOND
RANDOMISATION TO COMPARE F/TAF WITH TDF/FTC
PREP

1Sarah Joseph*, 2Pontiano Kaleebu, 2Eugene Ruzagira, 2Christian Holm Hansen,
2Janet Seeley, 2Vincent Basajja, 1Jonathan Weber, 3Julie Fox, 1Cherry Kingsley, 4Said Aboud,
4Eligius Lyamuya, 5Lucas Maganga, 5Doreen Pamba, 6Gita Ramjee, 6Justin Yssel,
7Edna Viegas, 7Ilesh Jani, 8Fran Priddy, 9Charlotta Nilsson, 10Arne Kroidl,
11Giuseppe Pantaleo, 12Merlin Robb, 13Angela Crook, 13David Dunne,
13Sheena Mccormack. 1Imperial College London, UK; 2MRC/UVRI and LSHTM Uganda
Research Unit; 3King’s College London; 4Muhimbili University of Health and Allied Sciences,
Tanzania; 5NIMR-Mbeya Medical Research Center; 6South African Medical Research
Council, Cape Town, South Africa; 7Instituto Nacional de Saúde, Maputo, Mozambique;
8International AIDS Vaccine Initiative, New York, USA; 9Public Health Agency of Sweden;
Stockholm, Sweden; 10Ludwig-Maximilians-Universität, Munich, Germany; 11Centre
Hospitalier Universitaire Vaudois, Switzerland; 12US Military HIV Research Programme,
Washington DC, USA; 13MRC Clinical Trials Unit, London, UK

10.1136/bmjgh-2019-EDC.23

Background There remains an urgent need for a prophylactic
HIV vaccine to control generalised epidemics. PrEP has dem-
onstrated effectiveness of 86% and is recommended by WHO;
uptake is generally high, but retention is disappointing in
some settings. The EDCTP2 project PrEPVacc will assess the
efficacy of two combination prophylactic vaccine regimens
(DNA, MVA and Env protein/adjuvant) each compared to pla-
cebo and the proportion of infections averted by F/TAF in
comparison to TDF/FTC. A Registration Cohort, recruiting
HIV negative volunteers at risk of HIV will precede the trial.
Methods The PrEPVacc partnership agreed that 70% vaccine effi-
cacy had public health relevance. The trial uses nstage software
for multi-arm, multi-stage designs (MAMS) and the averted infec-
tions ratio (AIR) methodology with participants randomised (i)
1:1:1 to active product or placebo (ii) 1:1 to TDF/FTC : F/TAF
until week 26 (presumed peak immunogenicity). Access to PrEP
in the Registration Cohort and after week 26 will be standard of
care. HIV seroconversions occurring between weeks 0–26 will
inform the PrEP analysis, incorporating HIV incidence amongst
those who do not take up PrEP locally in the Registration Cohort.
Seroconversions after week 26 will inform vaccine analyses.
Results Up to 556 participants per group affords 92% power
to detect vaccine efficacy of 70% at the final analysis, assum-
ing incidence of 4/100-person years and 10% loss with 81%
and 97% power to conclude that F/TAF can avert half or
more of the infections prevented by TDF/FTC if effectiveness
of TDF/FTC is 70% and 80%, respectively.
Conclusion PrEPVacc adopts a pragmatic approach to uncertain-
ties around HIV incidence in settings where PrEP is increasingly
available. This innovative adaptive trial design uses validated
software to determine vaccine efficacy and a novel methodol-
ogy to evaluate a new PrEP agent, overcoming the challenge of
demonstrating non-inferiority when adherence to TDF/FTC is
high and the number of outcome events very low.

OC 8494 DRIVING REDUCED AIDS-ASSOCIATED
MENINGO-ENCEPHALITIS MORTALITY

1Angela Loyse*, 2,4Godfrey S Mfinanga, 3Cecilia Kanyama, 6Charles Kounfack,
4Sokoine Lesikari, 5Chimwemwe Chawinga, 1Muirgen Stack, 1Sile Molloy. 1DREAMM, St
Georges, University of London, UK; 2DREAMM, NIMR; 3DREAMM, UNC Project-Malawi,
Kamuzu Central Hospital, Malawi; 4NIMR, Muhimbili Medical Research Centre, Dar es
Salaam, Tanzania; 5UNC Project-Malawi, Kamuzu Central Hospital, Malawi; 6Hōpital
Central Yaoundé/Site ANRS, Cameroon

10.1136/bmjgh-2019-EDC.24

Background DREAMM is an implementation study aiming to
reduce meningo-encephalitis related mortality. Delays in diag-
nosis and treatment through poor access to diagnostics and
treatments are significant contributing factors to the ongoing
high mortality of HIV-associated central nervous system (CNS)
infections, causing up to 25% of all HIV-related deaths in
sub-Saharan Africa.
Methods A before-after design is being implemented across 3
sites in Africa; Lilongwe, Malawi, Dar Es Salaam, Tanzania
and Yaoundé, Cameroon. The study is composed of 3 phases:
Observation, Training and Implementation.
Results The observation phase (audit of practice) happened
between November 2016 – May 2017 in Malawi and Tanza-
nia. Overall, 110 patients were included. Ten-week all-cause
mortality was 64% (42/66) in Tanzania and 37% (13/35) in
Malawi. Approximately 75% of patients were ART experi-
enced. Across sites, 76.6% of patients presented with abnor-
mal mental status, with a median baseline CD4 count of
50 cells/mL. Only 2/75 patients in Tanzania had a lumbar
puncture ordered compared to 27/35 in Malawi. All patients
in Tanzania received empirical Fluconazole monotherapy
whereas almost 1/3 patients in Malawi (11/35) were treated
with Amphotericin B which is not readily available in both
countries.

The training phase (completed in November 2017 for
Malawi and Tanzania) used the train-the-trainer approach.
Interactive workshops on using rapid diagnostic tests (RDTs),
performing basic microbiological techniques and safe adminis-
tration of medicines were chosen as the most pertinent to
reducing mortality. Patient and laboratory pathways were opti-
mised afterwards by increasing the routine laboratory capacity,
performing CSF analysis, providing infectious diseases mentor-
ship for clinicians and procuring RDTs and reagents not
locally available.

Implementation is underway in Malawi and Tanzania and
the audit phase is scheduled for autumn in Cameroon. Upon
completion, the project is expected to create a sustainable
approach to reduce the high mortality of HIV-related
meningo-encephalitis with the optimised patient and laboratory
pathways embedded within routine care.

OC 8499 THE T-CELL VACCINE STRATEGY: GLOBALLY RELEVANT
AIDS VACCINE EUROPE-AFRICA TRIALS PARTNERSHIP
(GREAT)

1Tomáš Hanke*, 2Patricia Fast, 3Pontiano Kaleebu, 4Walter Jaoko, 5Eduard Sanders,
6William Kilembe, 2Hester Kuipers, 7Brenda Okech, 8Jill Gilmour. 1University of Oxford, UK;
2International AIDS Vaccine Initiative (IAVI), New York, USA; 3Uganda Virus Research
Institute (UVRI), Entebbe, Uganda; 4IAVI- Institute of Clinical Research, Nairobi,
Kenya; 5Kenya Medical Research Institute (KEMRI)-Wellcome Trust Research
Programme, Kilifi and Mtwapa, Kenya; 6Zambia-Emory HIV Research Project (ZEHRP),
Lusaka, Zambia; 7UVRI-IAVI, Entebbe, Uganda; 8IAVI Human Immunology Laboratory (HIL),
London, UK

10.1136/bmjgh-2019-EDC.25

Background Remarkable progress has been achieved in
decreasing AIDS-related deaths and HIV-1 transmission
through ART. Nevertheless, an affordable, effective and dura-
ble HIV-1 vaccine protection remains the best solution for
halting the AIDS epidemic.

Our aim is to develop a vaccine inducing cytotoxic T lym-
phocytes (CTL), which effectively inhibit HIV-1 replication
and complement bnAbs for prevention; such T cells are likely
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critical for a successful cure. Central to our strategy is to
focus HIV-1-specific CTL on the most functionally conserved
regions (not a string of epitopes and not full-length proteins)
common to most HIV-1 variants, which HIV-1 typically can-
not change without losing fitness. These conserved regions
were defined by bioinformatics, and a bivalent mosaic was
computationally designed to increase the vaccine perfect match
of potential T-cell epitopes to 80% of global HIV-1 variants;
if successful, the vaccine will be suitable for global deploy-
ment. Furthermore, we maximised the inclusion of protective
epitopes associated with viral control in treatment-naive HIV-
1-positive individuals defined on 4 continents. These immuno-
gens are delivered by the non-replicating simian adenovirus
ChAdOx1 prime and non-replicating poxvirus MVA boost reg-
imen, clinically proven safe and potent.
Methods The GREAT consortium has been established to build
capacity for a future efficacy trial in Zambia, around Lake
Victoria and in Kenya by engaging populations at documented
high risk for HIV-1 infection, despite preventive interventions,
by diverse clades. We will conduct a phase I/IIa clinical trial
HIV-CORE 006 to assess the safety and immunogenicity of
the conserved-region vaccines, in preparation for an efficacy
trial in these at-risk populations.
Conclusion The aims of the GREAT consortium are to ensure
that at the completion of the programme grant, the vaccine
regimen will be proven safe and potent, and the sites will be
prepared to launch an appropriately designed trial to prove
vaccine efficacy.

OC 8510 BIOTRANSFORMATION OF PRAZIQUANTEL
FOR THE PHARMACOKINETIC OPTIMISATION OF
PRAZIQUANTEL USE IN MASS DRUG ADMINISTRATION
AND DEVELOPMENT OF NEW PAEDIATRIC
FORMULATIONS

1Roslyn S Thelingwani*, 1Nyasha Kapungu, 2Xueqing Li, 1Comfort Kanji, 1Chenai Mutiti,
3Wilma J Reinhard-Rupp, 1Collen Masimirembwa. 1African Institute of Biomedical Science
and Technology, Harare, Zimbabwe; 2AstraZeneca, Södertälje Sweden; 3EMD Serono,
Darmstadt, Germany

10.1136/bmjgh-2019-EDC.26

Background Praziquantel (PZQ) is the only drug available for
the treatment of all forms of schistosomiasis. New paediatric
formulations for the active enantiomer R-PZQ and the race-
mate PZQ are currently under development. There is however
limited drug metabolism and pharmacokinetic data on PZQ
available to support these initiatives. Detailed knowledge of
PZQ metabolism will enable the use of PBPK modelling to
determine appropriate doses for the new formulations in
paediatric patients and to predict risks for drug-drug interac-
tions in mass drug administration.
Methods Biotransformation studies on PZQ were conducted in
human liver microsomes and recombinant Cytochrome P450s
(CYPs). Structure elucidation was inferred from mass spectra.
Enzyme kinetic studies to determine the Michaelis-Menten
kinetics, Km and Vmax, of the formation of the main metabo-
lites and analysis of clinical samples were determined by LC-
MS/MS.
Results CYP reaction phenotyping studies with HLM and
r-CYPs indicate major involvement of CYP1A2, 2 C19, 2D6
and 3A4/5 in the metabolism of R- and S-PZQ.

Biotransformation studies showed that PZQ is metabolised to
cis-4-OH-PZQ mainly by CYP1A2 and CYP2C19. CYP3A4/5
metabolises PZQ to a mono-hydroxyl metabolite (X-OH-PZQ)
whilst CYP2D6 metabolises PZQ to minor novel mono-
hydroxyl metabolite (Y-OH-PZQ) both pending structural elu-
cidation by nuclear magnetic resonance. R-PZQ was more rap-
idly cleared than S–PZQ with variable interindividual AUC
and Cmax.
Discussion and conclusion The differential role of CYP1A2
and CYP2C19 and of CYP3A4 and CYP3A5 in the forma-
tion the 4-OH-PZQ and the novel X-OH-PZQ respectively
are intriguing findings as this has not been reported before
in humans. In vitro, cis and not trans 4-OH-PZQ formation
has been observed contrary in vivo reports in humans which
indicate trans 4-OH-PZQ as the main metabolite. The data
will enable us to understand the rapid clearance of PZQ
and predict potential drug-drug-gene interactions which
may explain the inter-individual variability of PZQ
pharmacokinetics.

OC 8526 THE RWANDA CLINICAL RESEARCH NETWORK
(RWANDA-CRN): A MODEL FOR MIXED SOUTH-SOUTH
AND NORTH-SOUTH COLLABORATIONS FOR CLINICAL
RESEARCH CAPACITY DEVELOPMENT

Jean Pierre Musabyiman*, Clarisse Musanabaganwa, Valentine Dushimiyimana, Jean
Pierre Namabajimana, Prosper Karame, Ladislas Nshimiyimana, Pacific Ndishimye. Rwanda
Biomedical Center, Ministry of Health, Kigali, Rwanda

10.1136/bmjgh-2019-EDC.27

Background Poor countries carry 90% of the global burden
of disease, with access to only 10% of globally available
health research funding and technical capacity. Fragile south–
south collaborations hinder effective use of limited resources,
career opportunities and funding to retain the insufficiently
available quality scientists. The Rwanda Health System estab-
lished a clinical research network involving academia, non-
governmental organisations and private sector to accelerate
generation of talented scientists, create enabling environment
and incentives to retain scientists by establishing a local fund-
ing model.
Methods Based on a baseline assessment, potential clinical trial
units were mapped and developed through adoption of a
Clinical trial management training model from European Uni-
versities. The Rwandan law on Public Private Partnership was
leveraged to attract and engage local and international private
players in a win-win approach. So far, countries such as
Kenya and Sweden were engaged in the roadmap.
Results From 2014 to date, a total of 285 scientists are
trained on various clinical research components: Good Clinical
Practice (28%), Research Grant writing (14%), systematic
review and meta-analysis (9%) and scientific communication
(8.7%). Ten Clinical Research Units and one centre for evi-
dence-based healthcare were established. So far 13 health
investigator-initiated projects in malaria, metabolic disorders
and maternal health were funded through the local funding
model. A process to empower six malaria sentinel sites into
fully functioning clinical research sites is underway.
Conclusion The creation of strong networks of excellence
for clinical research among southern academic, research
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institutions and pharmaceutical and non-pharmaceutical indus-
try is a promising strategic approach to promote sustainable
clinical research capacity. The government vision is that
beyond national boundaries, resource sharing and involvement
of private players are key factors to mitigate the high burden
of disease, nationally and regionally.

OC 8521 PRELIMINARY REPORT ON SAFETY OF CO-
ADMINISTERED HUMAN HOOKWORM VACCINE
CANDIDATES NA-APR-1 (M74)/ALHYDROGEL

®

AND NA-GST-1/ALHYDROGEL
®

IN GABONESE
CHILDREN

1Jeannot Fréjus Zinsou*, 1Josiane Honpkehedji, 1Dejon Agobe Jean Claude,
1Bayodé R Adegbite, 1Jean Ronald Edoa, 2Remko Van Leeuwen, 3David Diemert,
4Maria Elena Botazzi, 5Peter G Kremsner, 6Maria Yazdanbakhsh, 4Peter Hotez,
2Martin P Grobusch, 1Ayola Akim Adegnika, 2Sophie De Vries. 1Centre de
Recherches Médicales de Lambaréné, Gabon; 2Academic Medical Center, University of
Amsterdam, The Netherlands; 3George Washington University School of Medicine and
Health Sciences, USA; 4Baylor College of Medicine and Texas Children’s Hospital, USA;
5Institut für Tropenmedizin, Universität Tübingen, Germany; 6Leiden University Medical
Center, The Netherlands

10.1136/bmjgh-2019-EDC.28

Background Human hookworm infection is a major public
health issue in tropical low and middle-income countries with
severe consequences. To date, improvement of water supply,
sanitation, and hygiene is the major contributor to disease
control, and additional control tools are needed. Here, we
assess a phase I trial of a new hookworm vaccine candidate
Na-APR-1 (M74)/Alhydrogel and Na-GST-1/Alhydrogel in
Gabonese school-age children.
Methods A double-blind, randomised, controlled, dose-esca-
lation phase I clinical trial that aims to evaluate safety, reac-
togenicity and immunogenicity of Na-APR-1 (M74)/
Alhydrogel co-administered with Na-GST-1/Alhydrogel hook-
worm vaccines in children aged 6 to 10 years living in
hookworm-endemic area of Lambaréné, compared to the
hepatitis B vaccine (ENGERIX-B). Children received three
doses of assigned vaccines, delivered intramuscularly (del-
toid) on Days 0, 56, and 112 or 180. Safety is measured
from Day 0 through Day 14 by the occurrence of solicited
injection site and systemic reactogenicity events. Clinical
laboratory evaluations were performed approximately 14
days after each immunisation. Unsolicited adverse events
were collected from Day 0 through approximately 1 month
after each vaccination.
Results A total of 135 children were screened, and 60, aged
6 to 10 years old, were randomised into 3 groups and
received 10 mg, 30 mg or 100 mg of Na-APR-1 (M74)/Alhy-
drogel and Na-GST-1 Alhydrogel, respectively, compared to
ENGERIX-B. At baseline, the mean age of the study popula-
tion was 7.4 years and the sex ratio 1.3 (male: female).
From Day 0 up to Day 14 after vaccination, the main soli-
cited adverse events were pain and swelling at injection sites
with 135 (26 of grade 2 and 1 of grade 3) and 9 events,
respectively. Regarding systemic adverse events, 3 occurrences
of grade 1 headache were recorded. Immunogenicity analyses
are underway.
Conclusion The preliminary results confirm that co-administra-
tion of the two hookworm vaccine candidates is safe and
well-tolerated in Gabonese children.

OC 8535 AN OVERVIEW OF RESEARCH ETHICS COMMITTEES
OPERATING IN LUSOPHONE AFRICAN COUNTRIES

1Maria Rosário Oliveira Martins*, 2João Schwalbach, 2,3Esperança Sevene,
4Antonieta Martins, 5Ema Candida Branco Fernandes, 4Isabel Ines Araujo, 6Helena Pereira
De Melo, 5Amilcar Bernardo Tome Da Silva, 5Emanuel Catumbela, 3Jahit Sacarlal,
1Jorge Seixas, 5Maria Chimpolo, 2Rassul Nala, 5Maria Tazi Nimi, 7Amabelia Rodrigues.
1Global Health and Tropical Medicine Institute, Universidade NOVA de Lisboa, Portugal;
2Comité Nacional de Bioética para a Saúde de Moçambique; 3Universidade Eduardo
Mondlane, Maputo, Mozambique; 4Universidade de Cabo Verde, Praia, Cape Verde;
5Faculdade de Medicina, Universidade Agostinho Neto, Comité Independente de Etica,
Angola; 6Faculdade de Direito, Universidade Nova de Lisboa, Conselho de Ética da
Universidade NOVA, Portugal; 7Projeto Saúde Bandim, Statens Serum Institut, Guiné-Bissau

10.1136/bmjgh-2019-EDC.29

Background In 2017, a North-South partnership was created,
to strengthen Bioethics Committees in African Lusophone Afri-
can countries (LAC), by joining the forces of National and
Institutional Research Ethics Committees (REC) and Univer-
sities in Angola, Cape Verde, Mozambique and Portugal. This
study is part of an EDCTP2-funded project and aims to
describe key RECs operating in LAC, its establishment dates
and further characteristics.
Methods Document analysis and interviews with REC repre-
sentatives of five LAC were conducted in April 2018. Legal
documents were obtained through official national sources.
Results We identified four National Ethics Committees, created
between 2000 and 2008 by ministerial or governmental
decree; only S. Tomé e Principe does not have an established
REC. In Angola, the National REC was created in 2000, and
since 2007, seven Institutional Committees were implemented
at faculty level. National REC in Cape Verde and Guinee-Bis-
sau (CNES) are unique and were founded in 2007 and 2009
respectively. In Mozambique, National REC (CNBS) dates to
2002, and since 2011, 8 Institutional Committees were
formed; they functioned as a network under the umbrella of
CNBS. Most National REC have representatives from health
professional associations, lawyers, civil society and religious
communities and have regular meetings (usually monthly). The
number of members ranges between 6 (CNES) and 13
(CNBS). In 2007, around 200 protocols were reviewed by
CNBS and 29 by CNES. Most of the National REC members
attended training activities in bioethics but at different levels.
Conclusion Few publications described REC operating in LAC;
this study fills this gap by reporting historical and functional
characteristics of RECs in five Lusophone African countries.
Additional tools based on quantitative and qualitative approaches
are being developed to assess more in-depth REC operational
characteristics and to identify their needs in order to target
training and capacity building initiatives underlying our project.

OC 8546 SAFETY AND IMMUNOGENICITY OF THE MALARIA
VACCINE CANDIDATE BK-SE36 IN YOUNG CHILDREN
LIVING IN BURKINA FASO

1Sodiomon Sirima, 1Alfred B Tiono, 2Sophie Houard, 1Edith C Bougouma, 1Sam A Coulibaly,
2Odile Leroy, 3Nirianne Palacpac, 3Toshihiro Horii, 1Issa N Ouedraogo. 1Centre National de
Recherche et de Formation sur le Paludisme, Burkina Faso; 2European Vaccine Initiative,
Universitäts Klinikum Heidelberg, Germany; 3Department of Molecular Protozoology,
Research Institute for Microbial Diseases, Osaka University, Japan

10.1136/bmjgh-2019-EDC.30

Background The malaria blood stage vaccine candidate SE-36
is based on the serine repeat antigen of Plasmodium
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falciparum. Epidemiological studies have shown that antibodies
against SE36 correlate with lower parasitaemia in Solomon
Island residents. In a phase I b trial conducted in Uganda, the
BK-SE36 vaccine, SE36 formulated with aluminium hydroxide
gel, was found safe and immunogenic. Interestingly, highest
levels of IgG anti-SE36 protein associated with protection
against severe malaria were found in the youngest Ugandan
trial participants.
Objectives To assess the safety and immunogenicity of the BK-
SE36 vaccine in a randomised controlled double-blind age de-
escalating phase Ib clinical trial in younger (£5 years) malaria-
exposed children living in Burkina Faso.
Methods Healthy participants (108) were included in two age
cohorts, one consisting of 54 children aged 25–60 months
and the other of 54 children aged 12–24 months. Trial partic-
ipants received 3 intramuscular or subcutaneous injections of
the BK-SE36 vaccine at Day 0, Week 4 and 26. Participants
allocated to the control group received the control Synflorix
vaccine via intramuscular route at Day 0 and Week 26 and
saline at Week 4. The participants were followed for one
year. Immune responses were evaluated by ELISA, ELISpot
and parasite carriage by microscopy and PCR.
Results Preliminary data from an interim analysis (data col-
lected one month after the last immunisation) indicated that
the vaccine was safe, well-tolerated and induced an IgG anti-
SE36 response in these younger populations. The trial’s latest
safety, immunogenicity and preliminary efficacy results will be
presented.

OC 8552 EFFICACY OF THE CHAD63-MVC ME-TRAP VECTORED
MALARIA VACCINE CANDIDATE IN 5–17 MONTHS OLD
INFANTS AND CHILDREN IN BURKINA FASO

1Alfred B Tiono*, 1Issa Nebie, 2Nicholas Anagnostou, 1Sam A Coulibaly, 2Alison Lawrie,
1Edith C Bougouma, 1Alphonse Ouedraogo, 1Jean Baptist Yaro, 1Aïssata Barry,
2Rachel Roberts, 1Amidou Ouedraogo, 2Katie J Ewer, 3Nicola K Viebig, 1Amidou Diarra,
3Odile Leroy, 2Philip Bejon, 2Adrian Hill, 1Sodiomon B Sirima. 1Centre National de
Recherche et de Formation sur le Paludisme, Burkina Faso; 2Centre for Clinical Vaccinology
and Tropical Medicine University of Oxford Churchill Hospital, UK; 3European Vaccine
Initiative, Universitäts Klinikum Heidelberg, Germany

10.1136/bmjgh-2019-EDC.31

Background Heterologous prime-boost immunisation with
chimpanzee adenovirus 63 (ChAd63) and Modified Vaccinia
Virus Ankara (MVA)-vectored vaccines is a strategy previously
shown to provide substantial protective efficacy against P. fal-
ciparum infection in a UK adult phase IIa sporozoite challenge
study, and in a trial in Kenyan adults.
Methods We conducted the first phase IIb clinical trial assess-
ing the safety, immunogenicity and efficacy of ChAd63-MVA
ME-TRAP in 700 healthy malaria exposed children aged 5–17
months in a highly malaria-endemic area of Burkina Faso.

Participants were randomly assigned to received either
ChAd63 ME-TRAP followed eight weeks later by MVA ME-
TRAP or 2 doses of rabies vaccine. Monitoring of solicited
adverse events was performed for seven days after each vacci-
nation. Unsolicited adverse events were recorded until one
month post each vaccination. Serious adverse events and
malaria episodes were monitored throughout the study dura-
tion. Blood samples were collected at predefined timepoints to
assess vaccine immunogenicity.
Results ChAd63-MVA ME-TRAP was shown to be safe and
immunogenic, inducing high-level T cell responses [median

326 SFU/106 PBMC (95% CI 290–387)]. However, non-signif-
icant low efficacy was observed against clinical malaria during
the follow-up period, with efficacy against primary endpoint
estimated by proportional analysis being 10.7% (95% CI:
�44.2 to 44.7%) at sixth months post MVA ME-TRAP and
3.1% (95% CI �15.0 to 18.3; p=0.72) by cox regression.
Conclusion This study has confirmed ChAd63-MVA ME-TRAP
is a safe and highly immunogenic vaccine regimen in children
and infants with prior exposure to malaria. No significant
protective efficacy was observed in this highly endemic
context.

OC 8561 RAPAED TB: AN INNOVATIVE CHILD TB DIAGNOSTIC
VALIDATION STUDY

1Laura Olbrich*, 2Heather Zar, 3Steve Graham, 4Issa Sabi, 4Nyanda E Ntinginya,
5Nilesh Bhatt, 6Marriott Nliwasa, 7Elizabeth Corbett, 8Rinn Song, 9Claudia Denkinger,
1Michael Hölscher, 1Norbert Heinrich. 1University of Munich (LMU), Germany; 2Red Cross
War Memorial Children’s Hospital, MRC Unit on Child and Adolescent Health Unit, Cape
Town, South Africa; 3University of Melbourne, Australia; 4NIMR-Mbeya Medical Research
Programme, Dar es Salam, Tanzania; 5Instituto Nacional de Saúde (INS), Marracuene,
Mozambique; 6Malawi College of Medicine, Blantyrem Malawi; 7London School of Hygiene
and Tropical Medicine, UK; 8Oxford Vaccine Group, University of Oxford, UK; 9Foundation
for Innovative New Diagnostics (FIND), Geneva, Switzerland

10.1136/bmjgh-2019-EDC.32

Background Children account for an estimated 1 million new
cases of TB every year, representing roughly 7% of the total
disease burden. Every year, around 2 09 000 children die
from TB, half of those cases are in Africa. The main issue
continues to be timely and accurate diagnosis, as treatment
outcomes – even in the case of drug resistance – are signifi-
cantly better than in adults.

Clinical diagnosis in the absence of laboratory confirmation
is hampered by non-specificity of symptoms. Diagnostics vali-
dation studies in children are difficult – in most studies, very
few of the symptomatic children achieved microbiological dis-
ease confirmation, resulting in imprecise estimates for test
sensitivity.
Design/methods With the RaPaed TB study funded by EDCTP,
we are preparing an improved diagnostic validation study
design to improve on the traditional approach of a single-
gate, double diagnostic study in the target population. The
project will evaluate multiple new tests on the same patients,
to determine algorithms of screening and confirmatory tests.
Most novel tests in this study use non-sputum samples and
are therefore more suitable for children.

Allocation of patients to standardised groups will follow
the recommendations of the NIH-convened consensus panel
on case definitions of paediatric TB diagnostic studies. Using
an endpoint review committee will allow blinded review of
those new-positive cases, plus matched controls, and determine
their likelihood of disease based on clinical data including fol-
low-up, and X-ray. This will improve the quality of evaluation
of false positive vs. true positive results of new tests and
therefore improve the assessment of specificity.

To improve on sensitivity assessment, the study includes
partners with a high number of confirmed cases in past stud-
ies and plans to draw in cases of confirmed disease from
other diagnostic facilities.
Conclusion This improved methodology will lead to more
meaningful and applicable results of diagnostic validation
studies.
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OC 8566 THE UNIVERSIDADE EDUARDO MONDLANE AND
UNIVERSITY OF CALIFORNIA SAN DIEGO PARTNERSHIP,
A PARADIGM FOR INSTITUTIONAL AND HUMAN
RESOURCES CAPACITY BUILDING

1Emilia Noormahomed*, 2Robert Scooley. 1Universidade Eduardo Mondlane, Maputo,
Mozambique; 2University of California, San Diego, USA

10.1136/bmjgh-2019-EDC.33

Background Collaborations between lower- and middle-income
countries (LMICs) and high-income countries (HICs) are often
scientifically and structurally driven by the HICs. Here we
aim to describe a paradigm shift in collaboration, exemplified
by the collaboration between the Universidade Eduardo Mon-
dlane and University of California, San Diego through the
Medical Education Partnership Initiative (MEPI), in which the
formulation of priorities and administrative infrastructure
reside in the LMICs.
Methods We outline critical features of the MEPI partnership
and compare with traditional models of collaboration, key fea-
tures of success, lessons learned and the way forward.
Results LMIC programme partners translate broad programme
goals and define metrics into priorities tailored to local condi-
tions. Programme funds flow to a LMIC-based leadership
group that contracts with HIC-based peers to provide techni-
cal and scientific advice and consultation in a reverse funds
flow model. Emphasis is placed on strengthening administra-
tive capacity within LMIC institutions and on creating com-
munities of practice with common goals that resulted in
expanded collaboration with European, Latin American, and
African institutions. A rigorous monitoring and evaluation
process modify programme priorities based on evolving oppor-
tunities to maximise programme impact.

Over five years, more than 63 research projects were
designed, 19 of which received external funding and more
than 40 manuscripts were published. Mozambican first-auth-
ored publications rose from 29% in 2001–2010% to 38% in
2011–2013.

Eighteen (18) residents completed internal medicine spe-
cialty training between 2010 and 2014. This represents a four-
fold increase from over 1991 to 2000. Three (3) Master’s
programmes were created at Lurio University and 50 students
successfully finished dissertations.
Conclusion Vesting LMIC partners with the responsibility for
programme leadership and building administrative capacity in
LMIC institutions substantially enhances programme relevance,
impact and sustainability, and facilitates continuing acquisition
of research and training funds to support professional devel-
opment and institutional capacity building.

OC 8568 A RANDOMISED CONTROLLED TRIAL OF ORAL IRON
FOR TREATMENT OF POST-MALARIA ANAEMIA IN
MALAWIAN CHILDREN COMPARING IMMEDIATE
VERSUS DELAYED ADMINISTRATION

1Kamija Phiri*, 1Herbert Longwe, 1Sarah White, 1Michael Esan, 2Feiko Ter Kuile,
2Bernard Brabin. 1College of Medicine, University of Malawi; Zomba, Malawi; 2Liverpool
School of Tropical Medicine, UK

10.1136/bmjgh-2019-EDC.34

Background Although universal provision of iron supplements
to children is recommended by the WHO, it is not yet clear
whether the administration of the supplements poses a risk in

children in malaria-endemic areas. We investigate the effects
of iron supplementation in children with post-malaria anaemia
and haematological response with immediate and delayed
(2 weeks) iron administration.
Methods A randomised double-blind clinical trial was con-
ducted in Zomba and Blantyre between 2009 and 2013. All
children aged 4 to 36 months with uncomplicated malaria and
with iron deficiency were enrolled into the study. Malaria
treatment was administered to all the children and they were
randomly assigned to 3 groups as follows: immediate iron
administration, delayed iron administration, or placebo. The
children were followed up for 10 weeks, with their haemato-
logical recovery indices and adverse effects being monitored at
2, 4, 8 and 10 weeks. The primary outcome of the study was
the proportion of children without anaemia (defined as
Hb >10.9 g/dl) at the end of the iron supplementation
period.
Results A total of 538 participants were randomised to imme-
diate iron administration (n=183), delayed iron administration
(n=183), or placebo (n=172). The incidence rate ratio (IRR)
of being non-anaemic at the end of the follow-up period (10
weeks post-malaria infection) was 1.51 (95% CI 1.17–1.94,
p<0.001) among immediate group versus the placebo group.
There was no significant difference between delayed and pla-
cebo group (IRR 1.18, 95% CI 0.91–1.55). Secondary analysis
of risk of malaria and bacterial infection and iron markers at
the end of the intervention period is underway and shall be
presented at the conference.
Conclusion The results so far support the administration of
iron immediately after completing antimalarial treatment in
anaemic children, however safety results will be needed to be
reviewed before conclusive recommendations.

OC 8582 A PHASE IA/B STUDY TO ASSESS SAFETY AND
IMMUNOGENICITY OF PLACENTAL MALARIA VACCINE
CANDIDATE: PRELIMINARY RESULTS OF THE
PRIMALVAC TRIAL

1Amadou Konate, 2Laura Richert, 3Arnaud Chêne, 3Jean-Philippe Semblat,
4Gwenaelle Roguet, 5Nadine Benhamouda, 6Mathilde Bahuaud, 7Nicolas Havelange,
8Alexis Kuppers, 2Cécilia Campion, 2Valérie Boilet, 8Sonia Gueguen, 4Pierre Loulergue,
7Odile Leroy, 6Frederic Batteux, 5Eric Tartour, 7Nicola K Viebig, 2Rodolphe Thiebaut,
1Sodiomon B Sirima, 4Odile Launay, 3Benoit Gamain*. 1Centre National de Recherche et de
Formation sur le Paludisme, Burkina Faso; 2EUCLID/F-CRIN, CHU Bordeaux, INSERM,
Bordeaux Population Health Research Center, UMR1219, France; 3INSERM U1134,
Université Paris Diderot Sorbonne Paris-Cité, France; 4Assistance Publique Hôpitaux de Paris,
CIC Cochin-Pasteur, France; 5INSERM U970, Université Paris Descartes Sorbonne Paris-Cité,
Hôpital Européen Georges Pompidou, France; 6Université Paris Descartes, Sorbonne Paris
Cité AP-HP, Département d’Immunologie Biologique, Groupe Hospitalier Cochin Broca
Hôtel-Dieu, France; 7European Vaccine Initiative, Universitäts Klinikum Heidelberg, Germany;
8INSERM Pôle de Recherche Clinique, France

10.1136/bmjgh-2019-EDC.35

Background Adhesion of P. falciparum-infected erythrocytes
(PEs) to placental chondroitin-4-sulfate (CSA) has been linked
to severe placental malaria (PM) outcomes. Evidence strongly
supports the VAR2CSA variant surface antigen mediating PEs
CSA-binding phenotype as the leading candidate for a PM
vaccine. This study was conducted to assess the safety and
immunogenicity of 3 different dosages (20 mg, 50 mg and
100 mg) of the recombinant VAR2CSA protein (PRIMVAC),
formulated with Alhydrogel or GLA-SE administered at days
0, 28 and 56.
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Methods A randomised double-blind phase Ia/Ib dose-escala-
tion vaccine trial was conducted in healthy adult women.
Within 4 sequential cohorts, volunteers were randomised to 2
arms (PRIMVAC adjuvanted with Alhydrogel or GLA-SE) in
the first phase conducted in France and then to 3 arms
(PRIMVAC with Alhydrogel or GLA-SE or placebo) in Bur-
kina Faso. Enrolled volunteers were observed for at least
1 hour following each vaccination then seen at 1 day and 7
days later for safety evaluations. Serious adverse events (SAE)
were recorded throughout the study duration. Routine clinical
laboratory safety analyses were performed prior to first injec-
tion and at each subsequent visit.
Results A total of 68 subjects were recruited in the four study
cohorts. No SAE was reported in any of the cohort A volun-
teers and enrolment in cohort B was started. A Data Safety
Monitoring Board (DSMB) reviewed the safety data for
cohorts A (20 mg) and B (50 mg) before the trial was initiated
in Burkina Faso. The DSMB also reviewed the safety data in
Burkina to authorise the progression from the cohort C
(50 mg) to cohort D (100 mg). The last vaccination of the last
subject occurred in September 2017.
Conclusion This was the first placental malaria vaccine phase
Ia/b clinical trial conducted in France and Burkina Faso. No
serious adverse events have been recorded. Preliminary safety
and immunogenicity results will be presented.

OC 8586 INSTITUTIONAL RESEARCH CAPACITY BUILDING FOR
MULTI-DISCIPLINARY HEALTH RESEARCH TO SUPPORT
THE HEALTH SYSTEM REBUILDING PHASE IN SIERRA
LEONE

Wurie Haja. College of Medicine and Allied Health Sciences, University of Sierra Leone,
Freetown, Sierra Leone

10.1136/bmjgh-2019-EDC.36

Background The EDCTP-funded project ‘Institutional capacity
development for multi-disciplinary health research to support
the health system rebuilding phase in Sierra Leone’ (RECAP-
SL) created a solid platform on which sustainable research
capacity can be built at the College of Medicine and Allied
Health Sciences (COMAHS) at the University of Sierra
Leone. This in turn will support the much-needed evidence-
based health systems reconstruction phase in Sierra Leone
and support the evolution of the research landscape at
COMAHS.
Methods and results We established a research centre at
COMAHS and conducted a research needs assessment. This
informed the development of short- and long-term action
plans to support sustainable institutional research capacity
development and enabled the development of a four-year
research strategy. These plans also served as a guide for subse-
quent research partnerships in terms of capacity building
efforts to address identified challenges.

We also focused on training four research fellows and
developed a wider student engagement platform to help culti-
vate a research culture. The research fellows will support
other researchers at COMAHS, thus promoting sustainability
of the research centre. Continued professional development
opportunities for the fellows are also being actively sought, to
develop them up to doctoral level, which addresses one of
the gaps identified in the capacity assessment report.

Conclusion To support sustainability, capacity building efforts
are being designed to ensure that these gains are maintained
over time, with international and national research partners
and funders recognising the importance of further developing
local research capacity. Through a multi-pronged approach,
health systems research capacity has been strengthened in
Sierra Leone. This will support the generation of evidence
that will inform building sustainable health systems fit for
responding cohesively to outbreaks and for delivering services
across the country, especially for the most disadvantaged
populations.

OC 8711 EARLY BIOMARKERS OF LUNG INFLAMMATION AND
FUNCTION IN TRIALS OF HOST-DIRECTED
TUBERCULOSIS THERAPIES (TB-HDT)

1Robert Wallis*, 1Trevor Beattie, 1Morongwe Likoti, 1Bintou Ahidjo, 1Vinodh Edward,
2Mohammed Rassool, 3Khatija Ahmed, 1Sibuse Ginindza, 4Katherine Fielding,
1Gavin Churchyard, 5Mboyo Vangu. 1Aurum Institute, Johannesburg, South Africa; 2Clinical
HIV Research Unit, Johannesburg, South Africa; 3Setshaba Research Centre, Pretoria, South
Africa; 4London School of Hygiene and Tropical Medicine, UK; 5Witwatersrand University,
Johannesburg, South Africa

10.1136/bmjgh-2019-EDC.37

Background Permanent lung injury and impaired function are
common despite TB cure. Host-directed anti-inflammatory
therapies may prevent this injury. Early biomarkers of lung
inflammation and function can facilitate their evaluation.
Methods In an ongoing study supported by the Bill and
Melinda Gates Foundation, HIV-uninfected patients with
radiographically moderately or far advanced sputum smear-
positive pulmonary tuberculosis receive rifabutin-substituted
standard therapy plus either CC-11050 (phosphodiesterase
inhibitor), everolimus (mTOR inhibitor), auranofin (gold salt),
cholecalciferol, or control, during months 1–4. Study leader-
ship is blinded as to assigned treatments. 18F-fluorodeoxyglu-
cose positron emision tomography (PET) and computed
tomography (CT) are performed at baseline and at week 8.
Total lung glycolytic activity (SUVbw*ml) and radiodensity
(modified HU*ml) are measured using MIM software. Sputum
culture, spirometry, 6 min walk test (6MWT), and other bio-
markers are performed at multiple time points. Follow-up con-
tinues to month 18. This analysis includes only baseline and
week 8 data.
Results Presently, 160/200 participants are enrolled. At base-
line, patients have a high burden of infection (median time to
detection [TTD] in automated liquid culture 5 days). Median
baseline FEV1% of predicted (63%) and 6MWT (402 meters)
are typical of moderate to severe chronic lung disease. Base-
line TTD, PET, CT, FEV1% and 6MWT are all highly corre-
lated (median rank test p=0.0018). All 5 parameters changed
significantly during 8 weeks of treatment (p<0.001). Analysis
of adjusted log change from baseline shows PET and CT
remain highly correlated (p<0.001), and weakly correlated
with FEV1% and 6MWT. TTD shows no correlation with
any other endpoint.
Conclusion Quantitative markers of infection, inflammation,
and function are markedly abnormal and highly correlated at
baseline in patients with pulmonary tuberculosis. Quantitative
CT may substitute for PET as a more readily-performed meas-
ure of lung inflammation. The dissociation of microbiologic
responses from inflammation and function supports a role for
HDTs in TB.
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OC 8713 MAXIMISING RESEARCH IMPACT TO STRENGTHEN
PUBLIC HEALTHCARE

1Wilber Sabiiti*, 2Nyanda E Ntinginya, 4Elizabeth Fb Msoka, 3Fred Orina, 5Ivan Mwebaza,
2Simeon Mwanyonga, 3Barbara Miheso, 2Erica Sanga, 4Aliphonce Liyoyo, 3Helen Meme,
4Blandina T Mmbaga, 1Ewan Chirnside, 5Moses Joloba, 3Evans Amukoye,
5Alphonse Okwera, 6Gibson S Kibiki, 1Stephen H Gillespie, 5Wilber Mwebaza, 4Nyanda
E Msoka. 1University of St Andrews, Edinbrugh, UK; 2NIMR-Mbeya Medical Research
Centre, Dar es Salam, Tanzania; 3Kenya Medical Research Institute, Nairobi, Kenya;
4Kilimanjaro Clinical Research Institute, Tanzania; 5Makerere University, Kampala, Uganda;
6East African Health Research Commission, Bujumbura, Burundi

10.1136/bmjgh-2019-EDC.38

Background Billions of dollars are spent on research globally
every year, yet little is translated to public use through policy
and/or commercialisation. For the few research findings that
make it to policy, evidence in most LMICs shows they hardly
see the light of implementation. Our EDCTP-funded
TWENDE consortium used implementation of tuberculosis
(TB) molecular diagnostics as a model to investigate the bar-
riers, and opportunities to unlock them in order to maximise
uptake of health research innovations into policy and practice.
Methods Mixed methods approach including surveys, audits,
in-depth interviews and focus group discussions (FGDs), poli-
cymaker dialogues to unravel the bottlenecks and how to
overcome them.
Results 1119 respondents representing from Uganda, Kenya
and Tanzania participated in the study. 19% were district/
county health officers, 12% healthcare audits, 58% one-on-
one interviews and FGDs with healthcare practitioners, com-
munity leaders, TB patients and survivors, and care givers,
and 11% policymaker workshops. Barriers: government pov-
erty, family/individual poverty, incompatibility of technologies
to existing infrastructure, low awareness and socio-cultural
beliefs in the community were found. Stigma at community
and healthcare levels was rife. Consequently, TB diagnostics
were underimplemented and underutilised. Xpert MTB/RIF
test was fully utilised in ~10% of healthcare facilities (con-
ducting 8 tests per day) whilst Line probe assay was imple-
mented in less than 1% of the facilities.
Conclusion Based on our findings, we believe overcoming the
barriers presents the opportunity to maximise research impact
of public healthcare. This could be achieved through sustained
public and practitioners’ sensitisation to remove stigma to
increase demand and utilisation of services; early interaction
of researchers and policymakers to increase sense of owner-
ship and acceptability of research innovations; early communi-
cation between developers and end-users to align the tools
with the needs and existing infrastructure capacity; and
increased affordability of innovations through socioeconomic
empowerment programmes.

OC 8715 GOING FURTHER TOGETHER: THE ROLE OF THE EU
IN SUPPORTING REGULATORY HARMONISATION
OF HEALTH TOOLS IN AFRICA

Agustin Martin Lasanta. DSW Brussels [Deutsche Stiftung Weltbevölkerung], Belgium

10.1136/bmjgh-2019-EDC.39

Background On May 20, 2018, African governments adopted
the Treaty for the establishment of the African Medicines
Agency (AMA) as a stepping stone in the strengthening and
harmonising of medical products regulation on the continent.

Many countries in Africa lack robust and comprehensive regu-
latory systems supporting the research and registration of
health products, hampering the translation of health research
and innovation into public health impacts. The AMA could
substantially improve the access to quality-assured, safe
and effective health solutions and technologies in Africa and
around the world. As the main trade partner and donor to
Africa, the European Union (EU) has a key role to play in
supporting this effort.
Method Desk research and case-study analyses of key initia-
tives to strengthen medicines regulation in Africa were con-
ducted. Specifically, the EDCTP, the African Vaccine
Regulatory Forum (AVAREF), the African Medicines Regula-
tory Harmonisation Programme (AMRH) and the Zazibona
Process; to assess the gaps, needs and opportunities for EU
collaboration using actual and reconfigured EU-Africa funding
and policy cooperation mechanisms.
Results and conclusions This presentation will explore initiatives
aimed at regulatory strengthening and harmonisation in Africa
and propose policy recommendations on how to improve EU
efforts in order to support these initiatives in a more systematic
and synergetic manner. The recommendations fall into four cat-
egories: EU-Africa priority-setting, coordination, funding and
capacity-building actions. Recommendations explore, for
instance, advancing the national implementation of the African
Union Model Law on Medical Products Regulation by all Afri-
can countries, enlarging the scope of EDCTP regulatory
strengthening actions to include Africa’s Regional Centres of
Regulatory Excellence (RCOREs) or improving the attractive-
ness and incentive system of the EMA’s article 58 procedure
for African governments, researchers and manufacturers.

OC 8716 ENHANCING RESEARCH ETHICS REVIEW CAPACITY
IN SUDAN

1Shaza Abass*, 2Sara-Lavinia Brair, 3Shahd Osman, 4Henry Silverman. 1University of
Khartoum, Sudan; 2Al- Neelain University, Khartoum, Sudan; 3Public Health Institute,
Khartoum, Sudan; 4University of Maryland, USA

10.1136/bmjgh-2019-EDC.40

Background In Sudan, there is an increase in health research
in a situation of scarce resources and limited counteractive
quality assurance in research ethics. The aim of this project
was to enhance the ethical review system in Sudan.
Methods Our framework for enhancing the ethical review
capacity was based on the context of Sudan with emphasis on
governance, coordination, feasibility, efficiency and sustainabil-
ity. Activities conducted to achieve our goals included review-
ing the guidelines that govern human subjects research,
enhancing the governance of national authorities (National
Health Research Ethics Committee and National Medicine and
Poisons Board), improving coordination between the national
authorities by developing a consensus clarifying their roles and
functions, capacity building for the oversight bodies and insti-
tutional ethical review committees (RECs) as well as establish-
ing a network of research ethics committees.
Results The guidelines that govern human subjects research in
Sudan were reviewed and updated. In addition, a consensus
document was endorsed to clarify the roles of the national
regulatory authorities creating channels of coordination and
cooperation between them and institutional RECs. Thirty-nine
RECs from different parts of Sudan have been trained and
the results of the pre/post test have shown an increase in the
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knowledge score among trainees (p<0.05). The project has
also provided a platform for sharing experiences and maintain-
ing partnerships with regional and international institutes in
addition to provision of technical support for newly estab-
lished RECs.
Conclusion We believe that the array of activities conducted
through this project had enhanced the governance, coordina-
tion, feasibility and, efficiency of the ethical review system in
Sudan.

OC 8717 TRANSFER OF LEADERSHIP, WHAT DO WE NEED?

Stellah Mpagama. Kibong’oto Infectious Diseases Hospital, Kilimanjaro, Tanzania

10.1136/bmjgh-2019-EDC.41

Background The Pan African Consortium for the Evaluation
of Anti-Tuberculosis Antibiotics (PanACEA) was designed to
build clinical tuberculosis (TB) trial capacity whilst conducting
clinical trials investigating novel and existing agents to shorten
and simplify TB treatment. One of the objectives of the pro-
gramme is to foster leadership development in sub-Saharan
TB-endemic countries to move leadership to African partners
in the PanACEA research programmes.
Methods and results In PanACEA 1 the participation of the
sites on the consortium board was important to foster leader-
ship development. African investigators now make up a large
part of the consortium leadership and are actively developing
new concepts. Delegates of the sites visited the annual PanA-
CEA General Assembly meetings, where they could gain
knowledge, actively participate in the meetings and discussions
and network with others from the TB research community.
Various sites participated at TB research community conferen-
ces (e.g. CROI, Lung Health Meeting) where PanACEA mem-
bers gave presentations and could collaborate with other TB
trial networks.

In PanACEA 2 all clinical trials are co-led by a European
established researcher and an African Principal Investigator (PI),
to ensure that African scientists are trained and mentored to
lead in every aspect essential to clinical trial delivery, from trial
and data management to statistical analysis and trial design,
and from financial management to laboratory science. The
capacity development cores, which serve as operational support
for all PanACEA studies and provide high level oversight, also
use the European and African countersystem, including senior
and junior co-chairs among the African trial sites.

An example of leadership transfer is a large EDCTP appli-
cation for the development of a new compound in MDR TB
(FACE-MDR-TB) in which Stellah Mpagama is the lead
applicant.
Conclusion The PanACEA consortium has actively facilitated a
transfer of leadership programme which may be successful in
future consortia.

OC 8718 WHAT DID WE LEARN FROM PANACEA 1 CLINICAL
TRIALS?

Nyanda E Ntinginya. NIMR – Mbeya Medical Research Centre, Tanzania

10.1136/bmjgh-2019-EDC.42

Background The Pan African Consortium for the Evaluation
of Anti-Tuberculosis Antibiotics (PanACEA) was designed to

build clinical tuberculosis (TB) trial capacity whilst conducting
clinical trials on novel and existing agents to shorten and sim-
plify TB treatment. One of the objectives was to conduct,
mentor and monitor observational and clinical studies at sites
in 6 Sub-Saharan TB-endemic countries (Gabon, Kenya, South
Africa, Tanzania, Uganda and Zambia)
Methods Learning through experience. All centres in the 6
countries self-assessed their requirements for capacity develop-
ment in the following fields: a) clinical staff availability and
experience; b) TB laboratory infrastructure and staff; c) safety
laboratory infrastructure and staff; d) clinical site facilities and
equipment; e) pharmacy facilities and staff; IT facilities; and f)
overall training needs of site personnel.
Results From March 2011 – June 2014, we conducted four
epidemiological studies (characterising TB patient populations
in preparation for future studies) and five phase II studies
(GCP standard intervention trials).

By working together in epidemiological and clinical trials,
the sites identified their needs for resources and training as
well as developing capabilities to perform independent large-
scale TB clinical trials beyond PanACEA-initiated trials.
Through the ReMoxTB study, for example, laboratories were
brought to an international standard for safety and mycobacte-
rial expertise. Furthermore, through developing skill-sets
related to EBA studies, sites have since then attracted other
sponsors for further studies.

Sites could be mentored to perform GCP-compliant clinical
TB trials that is built on sound physical infrastructure, training
and strong on-site leadership.
Conclusion The learning-by-doing approach meant that staff
could be trained whilst acquiring new core competencies and
revealing operational gaps. Our experience of conducting TB
trials within an environment of mentoring, networking and
training has provided a platform for establishing future sus-
tainable research centres that has capacities to conduct highly
regulated studies.

OC 8721 WANECAM II – A CLINICAL TRIAL PROGRAMME TO
ASSESS SAFETY, EFFICACY AND TRANSMISSION-
BLOCKING PROPERTIES OF A NEW ANTIMALARIAL
KAF156 (GANAPLACIDE) IN UNCOMPLICATED MALARIA
IN WEST AND CENTRAL AFRICA

1Abdoulaye Djimde*, on behalf of the WANECAM II consortium, 6Martin P Grobusch,
4Rella Zoleko Manego, 4Ghyslain Mombo-Ngoma, 7Stephane Picot, 1Issaka Sagara,
8Colin Sutherland, 1Aminatou Kone, 1Ogobara K Doumbo†, 9Jose Pedro Gil,
9Anders Björkman, 12Steffen Borrmann, 3Issiaka Soulama, 1Bakary Fofana,
11Stephan Duparc, 1Alassane Dicko, 10David Hughes, 10Cornelis Winnips, 2Sodiomon
B Sirima, 5Eric Adehossi, 13Jean-Bosco Ouedraogo, 1Laurent Dembele, 3Issaka Zongo,
11Sophie Biguenet, 2Edithe Ilboudo-Sanogo, 3Aminata Fofana. 1Université des Sciences, des
Techniques et des Technologies de Bamako (USTTB), Mali; 2Groupe de Recherche Action en
Santé (GRAS), Burkina Faso; 3Institut des Sciences et Techniques (INSTech), Ouagadougou
Burkina Faso; 4Centre de Recherches Médicales en Lambaréné (CERMEL), Libreville, Gabon;
5University Abdou Moumouni of Niamey, Niger; 6Academic Medical Center (AMC),
Amsterdam, The Netherlands; 7University Lyon 1, France; 8London School of Hygiene and
Tropical Medicine, UK; 9Karolinska Institute (KI), Stockholm, Sweden; 10Novartis Pharma
AG, Basel, Switzerland; 11Medicines for Malaria Venture (MMV),Geneva, Switzerland;
12Eberhard Karls Universität Tübingen, Germany

10.1136/bmjgh-2019-EDC.43

Background Despite major progress in the past decade, malaria
remains a major public health problem in sub-Saharan Africa.
West and Central Africa account for nearly 2/3 of the burden
currently attributable to falciparum malaria. Artemisinin-based
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combination therapies (ACT) are a cornerstone of our strategy
for controlling and eventually eliminating malaria. However,
reduced responsiveness/resistance to artemisinin derivatives and
to ACTs, an increasing problem in South-East Asia is a major
concern. It is of utmost importance to develop new antimalar-
ial drugs from novel chemical classes that can replace ACTs.
KAF156, an imidazolepiperazine, is a leading candidate in the
antimalarial drug development pipeline. Combination of
KAF156 with a Solid Dispersion Formulation of lumefantrine
(LUM-SDF) is expected to be fast acting, fully curative,
improve patient adherence and can potentially reduce malaria
transmission.
Methods WANECAM II proposes to advance the clinical
development of KAF156 through clinical trials in adults and
children, with integrated capacity building and infrastructure
development activities. The trial programme will be under-
taken in the context of networking, team-building, leadership
development and community engagement schemes that will
involve intra-European, European-African and intra-African
collaborative activities. WANECAM II will accelerate the clini-
cal study of children less than 2 years of age which are the
key target for new antimalarial treatments.
Results By the end of the project, the results are expected to
contribute to the registration of KAF156/LUM-SDF through
stringent regulatory health authorities, increase biomedical
research capacity in the consortium and effectively promote
networking among the respective teams. A new clinical
research team in Niger, a grossly underrepresented country in
the African research landscape, will be developed and further
increase capacity and infrastructure in the consortium.
Conclusion Providing a new antimalarial drug combination
that does not contain an artemisinin derivative and is effective
against resistant P. falciparum strains as well as gametocytes
and that is likely to be taken in 3 or fewer single doses will
be a major advance in the field. The new combination of
KAF156 with LUM-SDF is expected to provide such major
advance upon successful conclusion of the WANECAM II
project.

OC-8722 THE GENERATION AND TESTING OF A GENETICALLY
ATTENUATED MALARIA PARASITE (GAP) VACCINE

Shahid Khan, on behalf of the PfSPZ-GA1 Vaccine Consortium. Leiden University Medical
Center, Netherlands

10.1136/bmjgh-2019-EDC.44

Background Immunisation with radiation-attenuated Plasmo-
dium falciparum sporozoites (SPZ) (Sanaria PfSPZ Vaccine)
can protect >90% of vaccinees against controlled human
malaria infection (CHMI) and protects against naturally-trans-
mitted P. falciparum in Africa for at least 6 months. Immuni-
sation with sporozoites of genetically attenuated parasites
(GAPs), which completely arrest after liver-cell invasion can be
potentially safer and more potent than irradiated sporozoite
vaccines. As part of a collaboration between two Dutch
research groups (LUMC and Radboud University) and the US
company, Sanaria, we describe the generation and first-in-man
testing of a GAP vaccine,
Methods We screened single and multiple gene deletion para-
sites in order to identify parasites that can invade hepatocytes
but are unable to complete liver-stage development. Informed
by rodent studies we created P. falciparum double gene-

deletion mutant, Db9Dslarp; sporozoites of this line were
infective to human hepatocytes in vitro and to humanised
mice but they completely arrest after invasion. PfDslarpDb9
PfSPZ (Sanaria PfSPZ-GA1 Vaccine) was manufactured in com-
pliance with cGMPs and released for human clinical trials in
the EU under a conditional release GMO license. This GAP
vaccine was used to perform phase I (safety) and phase 2a
(efficacy) clinical CHMI trial in the Netherlands.
Results In a dose escalating phase I clinical trial, the vaccine
showed an excellent safety profile. All adverse events related
to the vaccine were mild (grade 1). Based on this indication
of safety, vaccine efficacy was examined by CHMI; 48 subjects
were subsequently enrolled into phase 2a study and were
immunised with either PfSPZ-GA1 or PfSPZ Vaccine or saline
placebo.
Conclusions In conclusion, PfSPZ-GA1 Vaccine is the first
injectable genetically attenuated malaria vaccine assessed in
humans. The accomplishment to manufacture, obtain regula-
tory approval and to demonstrate an excellent safety profile
for this vaccine is unprecedented and holds a promise for
PfSPZ vaccines with increased potency.

OC-8723 CREATING AND ENHANCING TRUSTWORTHY,
RESPONSIBLE AND EQUITABLE PARTNERSHIPS IN
INTERNATIONAL RESEARCH

Michelle Singh*, Michael Makanga, on behalf of the TRUST global ethics consortium EDCTP
(South Africa). EDCTP Secretariat, The Hague, Netherlands and Cape Town, South Africa

10.1136/bmjgh-2019-EDC.45

Achieving equity in international research remains a crucial
concern of the 21st century. Despite initiatives by international
organisations on governance frameworks and standards to
guide research conduct, such efforts remain disparate and lack
focus. In an interdisciplinary collaboration between multi-level
ethics bodies, policy-advisors, civil society, funders, industry
and academic scholars, the TRUST project combines long-
standing, highly respected efforts to establish international gov-
ernance structures along with networking opportunities
between Europe, sub-Saharan Africa and Asia.

The goal of TRUST is to catalyse a collaborative effort to
improve adherence to high ethical standards in global
research. The strategic outputs of the project encompass a set
of ethics tools developed through participatory engagement
traversing all continents: (i) a global code of conduct for fun-
ders, (ii) a fair research contracting web-tool (iii) and a com-
pliance and ethics follow-up tool.

Since project inception in October 2015, the TRUST con-
sortium has a) created an international network on global
research ethics governance to identify generic risks of export-
ing non-ethical practices; b) established funder and industry
platforms; c) identified typical case studies of exporting non-
ethical practices and reported on lessons learnt; d) developed
a global code of conduct that will be used by the European
Commission and like-minded funders to foster ethical research
and equitable partnerships; e) designed an online Fair
Research Contracting tool to empower vulnerable populations
under non-ideal conditions; and f) drafted a compliance and
ethics follow-up tool, for conditions of high vulnerability.

TRUST envisages to make a tremendous impact on three
major issues: a) enhancing the rights of indigenous people
who have borne a disproportionate burden of research whilst
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being potentially highly vulnerable to exploitation; b) increas-
ing civil society engagement and improving uptake of the
ethics dimension in research and innovation; and c) improving
global awareness of the highest ethical standards along with
clear, defined incentives for research competitiveness.

OC-8724 NEW VACCINES FOR A SAFER WORLD

Nathalie Imbault*, Rachel Grant. CEPI, Oslo, Norway

10.1136/bmjgh-2019-EDC.46

CEPI is an innovative partnership between public, private, phi-
lanthropic and civil organisations founded in Davos in 2017
to develop vaccines to stop future epidemics. To date, CEPI
has received multi-year funding from Norway, Germany,
Japan, the Bill & Melinda Gates Foundation, and the Well-
come Trust. CEPI has also received single-year investments
from the governments of Australia, Belgium, and Canada. It
has reached $630 million of its $1 billion funding target. The
European Commission has announced a contribution in kind
of C¼ 250 million that will support relevant projects through
EC mechanisms. Since its launch in January 2017, CEPI has
announced two Calls for Proposals. The first was for candi-
date vaccines against MERS-CoV, Nipah and Lassa viruses.
The second was for the development of platforms that can be
used for rapid vaccine development against unknown patho-
gens. From the first call, CEPI has, so far, announced six
partnership agreements and this means 4 lassa vaccine candi-
dates, 3 MERS-CoV vaccine candidates and 1 Nipah vaccine
candidate have been selected for development. Learn more at
CEPI.net. Follow us at @CEPIvaccines.
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PO 7139 CONDITIONAL ECONOMIC INCENTIVES AND
MOTIVATIONAL INTERVIEWING TO IMPROVE
ADOLESCENTS’ RETENTION AND ADHERENCE TO
ANTIRETROVIRAL THERAPY IN NIGERIA: ARA TRIAL

1Obinna Ekwunife, 1Maureen Anetoh, 2Stephen Kalu, 1George Eleje. 1Nnamdi Azikiwe
University, Awka, Nigeria; 2Nnamdi Azikiwe University Teaching Hospital, Awka, Nigeria

10.1136/bmjgh-2019-EDC.47

Background Adolescent HIV patients have worse treatment
outcomes compared to other age groups given their vulner-
ability to risk-taking behaviour. Limited evidence exists on the
effectiveness of service delivery interventions to support ado-
lescents’ retention in care and adherence to antiretroviral ther-
apy (ART). The ARA trial tackles this challenge by evaluating
the impact of conditional economic incentives coupled with
motivational interviewing on adolescents’ retention in care and
adherence to ART in Anambra State, Nigeria.
Methods The study will be a cluster-randomised, controlled
trial conducted in 12 HIV treatment hospitals in Anambra
State, Nigeria. Six (6) hospitals each will be randomised to
either intervention or control arm. A structured adherence
support scheme, termed the Incentive Scheme, will be applied
to the intervention hospitals while the control hospitals will

receive routine HIV care. Additionally, patients in the inter-
vention arm will receive motivational interviewing at baseline
and following initiation of ART, they will receive a gift
voucher of Nigerian Naira (NGN) 2000 when viral load (VL)
is <20 copies/mL at 12 weeks, gift voucher of NGN 1000 if
the VL remains suppressed for the next 3 months, and the
next 6 months, and finally gift voucher of NGN 2000 if the
VL remains <20 copies/mL at 1 year. All gift vouchers will be
conditional not only on VL results but also on attending for
motivational interviewing. The primary outcome for the trial
will be the difference between groups in the proportion to
HIV viral load suppression (£20 copies/mL) by 12 months and
then 24 months after withdrawal of the Incentive Scheme.
Results The protocol for ARA trial and planned activities is
finalised. Application for approval for the trial is on-going.
Conclusion The proposed trial will provide evidence on the
feasibility of applying the Incentive Scheme to improve reten-
tion and adherence to ART of adolescents living with HIV.

PO 7151 COMPARING TWO BED NET DELIVERY MODELS
IN RURAL DISTRICTS OF MOZAMBIQUE

Jorge Arroz. Mozambique Medical Council, Maputo, Mozambique

10.1136/bmjgh-2019-EDC.48

Background The use of long-lasting insecticidal nets (LLINs) is
associated with a reduction in malaria transmission. In 2015,
a new delivery strategy (intervention) for universal coverage
campaign was tested and compared with standard strategy
(control). The objective is to compare two bed net delivery
models in rural districts of Mozambique.
Methods Two districts served as intervention, and two as con-
trol. The following study design was used: 1) before and
after; and 2) cost-effectiveness analysis. Three core implemen-
tation strategies were tested: 1) use of coupons during house-
hold registration, 2) use of stickers to identify registered
houses, and 3) a new LLINs allocation criterion. The main
endpoints measured were: i) percentage of distributed LLINs;
ii) LLINs ownership and use coverage; iii) percentage of
households that achieved universal coverage; iv) incremental
cost-effectiveness ratio (ICER); v) incremental net benefit
(INB).
Results Approximately 88% (302,648) of LLINs were distrib-
uted in intervention districts compared to 77% (219,613) in
control districts [OR: 2.14 (95% CI: 2.11–2.16)]. Six months
after the 2015 campaign, 98.8% of the 760 households sur-
veyed in the intervention districts had at least one LLIN;
89.6% of the 787 households surveyed in the control districts
had at least one LLIN [OR: 9.7, (95% CI: 5.25–22.76)].
Near 95% and 87% of respondents who had at least one
LLIN, reported having slept under the LLIN the previous
night in the intervention and control districts, respectively
[OR: 3.2; (95% CI 2.12–4.69)]; 71% of the households sur-
veyed achieved universal coverage in the intervention districts
against 59.6% in the control districts [OR: 1.6; (95% CI:
1.33–2.03)]. ICER per distributed LLIN was US$ 0.68. INB
was positive.
Conclusion Intervention districts had greater LLINs availability,
greater LLINs ownership and use coverage, and a better pro-
gression toward reaching universal coverage targets. The new
strategy was more cost-effective than the previous strategy.
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PO 7167 IMPROVING USE OF LONG-LASTING INSECTICIDAL NETS
IN KAYANGE COMMUNITY OF NORTH-WESTERN
BURUNDI: A QUALITY IMPROVEMENT STUDY

1Desire Habonimana*, 1Gabriel Ndayisaba, 2Gideon Nimako. 1University of Burundi,
Bujumbura, Burundi; 2University of the Witwatersrand, Johannesburg, South Africa

10.1136/bmjgh-2019-EDC.49

Background The use of long-lasting insecticidal nets (LLINs)
for malaria prevention is a cost-effective intervention. WHO
recommends universal coverage and use of LLINs. In lower-
and middle-income countries, LLINs are provided free of
charge but are either not used or misused. Our study sought
to improve LLIN use in Kayange community of north-western
Burundi by using a model for improvement (MFI).
Methods A one-group, pre/post-test study was conducted.
LLIN weekly use was assessed for four weeks before interven-
tion and for another four weeks after intervention. The study
was conducted in 96 households. The intervention consisted
of testing four different weekly small change actions by using
the MFI.
Results Of the 96 households, 83 households (87%) owned at
least one LLIN. However, only 40 households (42%) owned
at least one LLIN for every two people. After intervention,
the number of LLINs used increased from 32 to 75 per cent
(134% increase) and the number of persons (general popula-
tion) sleeping under LLIN from 35 to 73 per cent (108%
increase). The number of children under 5 years old sleeping
under LLIN increased from 31 to 76 per cent (145%
increase) and the number of pregnant women who slept under
LLIN from 43 to 73 per cent (69% increase). Also, the aver-
ages of the number of nights in each week that the general
population slept under LLIN increased from 2.13 to 5.11
(140% increase), children under 5 years old slept under LLIN
from 1.68 to 4.78 (184% increase) and pregnant women slept
under LLIN from 1.56 to 4.47 (186% increase).
Conclusion Our intervention led to significant increase in all
outcome indicators. This increase is the result of a combina-
tion of an enabling context and an effective implementation
of an evidence-based quality improvement intervention. Small
tests of change at the community level have the potential for
achieving improved outcomes.

PO 8168 CLINICAL UTILITY OF XPERT MTB/RIF ASSAY FOR THE
DIAGNOSIS OF EXTRAPULMONARY TUBERCULOSIS IN
ETHIOPIA

1Mulualem Tadesse, 2Gemeda Abebe, 2Danie Yilma, 3Ludwig Apers, 3Bouke De Jong,
3Leen Rigouts. 1Mycobacteriology Research Center, Jimma University, Ethiopia; 2Jimma
University, Ethiopia; 3Institute of Tropical Medicine, Antwerp, Belgium

10.1136/bmjgh-2019-EDC.50

Background The diagnosis of extrapulmonary tuberculosis
(EPTB) is often made on clinical suspicion alone, and many
people receive the wrong diagnosis leading to unnecessary TB
treatment or poor outcomes from untreated EPTB. In this
study, we evaluated the clinical utility of the Xpert MTB/RIF
assay on routinely collected extra-pulmonary specimens in
Ethiopia.
Methods This study was carried out at Jimma University Spe-
cialized Hospital, Southwest Ethiopia from September 2015 to
June 2017. Extra-pulmonary specimens were collected from
572 patients clinically suspected of suffering from EPTB. All

specimens were tested for TB by smear-microscopy, culture
and Xpert MTB/RIF. The diagnostic accuracy of Xpert MTB/
RIF was calculated compared to a composite reference stand-
ard (CRS), composed of liquid culture and anti-TB treatment
response.
Results In total, 572 extra-pulmonary specimens (279 lymph
node, 159 pleural, 80 peritoneal, 45 cerebrospinal and 9 peri-
cardial fluids) were tested. The pooled sensitivity and specific-
ity of Xpert MTB/RIF were calculated to be 91% and 90.6%
respectively when compared to culture. The pooled sensitivity
of Xpert MTB/RIF was decreased to 75% and the specificity
was improved to 98% when Xpert MTB/RIF was compared
to the CRS. The sensitivities among the specimen types dif-
fered markedly. The highest sensitivity was documented for
lymph node (90%), moderate sensitivity for cerebrospinal
(53%), while the sensitivity was lowest for pleural (30%) and
peritoneal (32%) fluids. Xpert MTB/RIF, in addition, detected
rifampicin resistance in 13 patients in perfect agreement with
line probe assay.
Conclusion Our study showed that Xpert MTB/RIF is likely
to be of greatest utility when testing lymph node specimens.
A negative Xpert MTB/RIF result on fluid specimens does not
exclude the diagnosis of EPTB and patients with a high clini-
cal probability of EPTB should be started on anti-TB
treatment.

PO 8171 PREDICTORS OF LOSS TO FOLLOW-UP IN ART-
COMMENCED PATIENTS IN NIGERIA: A 13-YEAR
REVIEW (2004–2017)

Ahmad Aliyu*, Babatunde Adelekan, Nifarta Andrew, Eunice Ekong, Stephen Dapiap,
Fati Murtala-Ibrahim, Nicaise Ndembi, Iboro Nta, Charles Mensah, Patrick Dakum. Institute
of Human Virology, Nigeria

10.1136/bmjgh-2019-EDC.51

Background Expanded access to antiretroviral therapy (ART)
has improved HIV outcomes in Nigeria. However, increasing
rates of patients lost to follow-up (LTFU) is threatening the
achievement of the UNAIDS treatment targets to treat 90% of
HIV-diagnosed patients and attain 90% viral suppression
amongst those on treatment. Therefore, this retrospective
cross-sectional study is aimed at identifying correlates and pre-
dictors of loss to follow-up in ART-commenced patients in a
large HIV programme in Nigeria.
Methods Records of all patients who started ART from 2004
to 2017 of 432 PEPFAR-supported facilities across 10 states
in Nigeria were used for this study. Univariate, bivariate and
multivariate analysis using frequencies, percentages, chi-square
and logistic regression was conducted using STATA version 14
to determine occurrence, correlates and predictors of LTFU.
Results Among all 2 45 257 ever-enrolled-on-ART patients
within the review period, 1 50 191 patients (61.2%) remained
on treatment while 75 041 (30.6%) were LTFU. Patients were
significantly more likely to be LTFU when non-pregnant
female (OR: 4.55,p<0.001); on �3 monthly ARV refills (OR:
1.32, p<0.001); with unsuppressed viral loads on ART (OR:
4.52, p<0.001); adult on second-line regimen (OR:
1.23 p<0.001); paediatric on first-line regimen (OR: 1.70,
p<0.001); 10–14 years (OR: 2.99, p<0.001); and �65 years
(OR: 1622.84, p<0.001).
Conclusion Despite increasing access to ART, LTFU is still a
challenge in the HIV programme in Nigeria with gender, type
of regimen, age, unsuppressed viral load, duration of ARV
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refill, and duration of ART amongst others as significant pre-
dictors of LTFU. Differentiated care is advocated to prevent
LTFU and improve retention of people living with HIV on
treatment while further research to unravel the gender and
social dimensions of LTFU is encouraged.

PO 8179 MEAN LEVELS OF ENDOPLASMIC RETICULUM STRESS
CHAPERONE PROTEIN – BINDING IMMUNOGLOBULIN
PROTEIN (BIP) DECREASES FOLLOWING SUCCESSFUL TB
TREATMENT

Bongani Motaung*, Andre G Loxton. Stellenbosch University Immunology Research Group,
South Africa

10.1136/bmjgh-2019-EDC.52

Background Mycobacterium tuberculosis (Mtb) infection is one
of the leading causes of mortality worldwide. Even though
treatment is readily available the emergence of drug resistance
amongst Mtb strains highlights the need for new advances in
the TB field such as host-directed therapies (HDT). Recent
studies have highlighted the importance of BiP in cells, which
can become a target in many diagnostic settings as it has been
implicated in conditions including arthritis, cancer, bacterial
infection and autoimmune diseases. In our studies, we are
aiming to identify expression differences of BiP in different
Mtb infection stages to help us understand the change of
function in immune cells in relation to infection stress.
Method BiP secretion levels were assessed in plasma samples
using ELISA technique. This included participants at TB diag-
nosis (TBDx), TB treatment group (Week 1, Month 2 and
Month 6) and healthy (unexposed) participants. BiP concentra-
tion results were analysed using GraphPad Prism 7.
Results Secretion of BiP was comparable between newly diag-
nosed untreated TB cases and healthy unexposed controls, with
levels obtained in healthy group (42.64 mg/ml) and in TBDx
(40.88 mg/ml). Highest levels of plasma BiP during treated TB
was observed by Week 1 (mean 68.57 mg/ml) and declined by
Month 2 with 60.92 mg/ml and Month 6 with 51.40 mg/ml.
Conclusion Detection of BiP in plasma samples indicated meta-
bolic change in immune cells due to stress posed onto cells
by Mtb burden. This is due to the amount of protein product
required by the immune system to mitigate the spread of the
pathogen. Even though not significant, we observed a decrease
in the mean levels of BiP over the course of TB treatment
which correlates with a reduction in the accumulation of
unfolded polypeptides in the endoplasmatic reticulum. This
observation requires further testing in larger prospective
studies.

PO 8182 INVESTIGATING TREATMENT RESPONSE OF PATIENTS
WITH CONFIRMED DRUG-RESISTANT TUBERCULOSIS IN
AN HIV-1-ENDEMIC POPULATION IN WESTERN KENYA

1Clement Shiluli*, 1Collins Ouma, 2Jeremiah Khayumbi, 2Wilfred Murithi, 2Albert Ochieng,
3Susan Musau. 1Department of Biomedical Sciences and Technology, Maseno University,
Kenya; 2Kenya Medical Research Institute, Centre for Global Health Research, Nairobi,
Kenya; 3Maryland Global Initiatives Corporation, USA

10.1136/bmjgh-2019-EDC.53

Background In 2015, 10.4 million people worldwide had
tuberculosis (TB) and 1.4 million deaths occurred, 400 000 of
whom were HIV-positive. Sub-Saharan Africa accounted for

81% of these cases. In western Kenya, current data on the
distribution of rifampicin (RIF) and isoniazid (INH) mutations
is not available. The association of gene mutations with
HIV infection and the treatment response of HIV-infected and
-uninfected patients with TB are not known. This study
determined the proportion of drug-resistant Mycobacterium
tuberculosis in sputum isolates and investigated the association
of RIF and INH gene mutations with HIV status and moni-
tored the treatment response of TB/HIV-co-infected patients.
Methods The present study was longitudinal, and enrolment
was done between 2012 and 2014 after the revision of the
TB treatment regimen. Patients with confirmed drug-resistant
TB were followed up for one year to establish the TB treat-
ment response as confirmed by sputum smear microscopy.
Results A total of 1381 new and 18 previously treated TB
patients were enrolled. Sputum samples were cultured on
Mycobacteria-growth indicator tubes; drug susceptibility tests
and line probe assay were performed to identify drug resist-
ance and specific mutations on the rpo B, kat G and inh
A genes. Discordant samples were sequenced. Conversion rate
was calculated by finding the percentage of smear-negative
and -positive patients at follow-up and initial visit, respectively.
Regression analysis showed that RIF resistance was associated
with HIV status (p=0.025). Mann-Whitney tests revealed that
the conversion time of HIV-infected and -uninfected patients
with TB drug mutations was comparable (p=0.180).
Conclusion The study showed that INH mono-resistance was
common. Detection of INH mono-resistance in TB-endemic
areas should be scaled-up as well as TB contact investigation
studies to increase early detection of resistant strains.

PO 8190 RISK FACTORS OF SEVERE HEPATOTOXICITY AMONG
HIV-1 PATIENTS INITIATED ON HIGHLY ACTIVE
ANTIRETROVIRAL THERAPY IN THE NORTHWEST
REGION OF CAMEROON

1Lem Edith Abongwa*, 5Anthony N Kibera, 2Charles Fokunang, 2Judith Torimiro,
3Emmanuel Nshom, 4Irénée Domkam, 5Paul Okemo. 1University of Bamenda, Faculty of
Science, Bambili, Cameroon; 2Faculty of Medicine and Biomedical Sciences, University of
Yaoundé I, Cameroon; 3Mbingo Baptist Hospital, Bamenda, Cameroon; 4Chantal Biya
International Center for Research on the Prevention and Management of HIV/AIDS,
Cameroon; 5Department of Microbiology, School of Pure and Applied Sciences, Kenyatta
University, Nairobi, Kenya

10.1136/bmjgh-2019-EDC.54

Background Hepatotoxicity due to highly active antiretroviral
therapy (HAART) has gained prominent attention since it can
be affected by many factors. The aim of this study was to
determine the prevalence of hepatotoxicity and related risk
factors of severe hepatotoxicity following HAART initiation.
Methods A total of 100 newly diagnosed HIV drug-naive
patients within the age range of 18–61 years were recruited
and followed up for 24 weeks and were placed on either
Tenofovir (TDF)+Lamivudine (3TC)+Efavirenz (EFV) or
Zidovudine (AZT) +Lamivudine + Nevirapine (NVP) or
Zidovudine +Lamivudine + Efavirenz regimen. Sociodemo-
graphic data was obtained using pretested questionnaires.
Venous blood samples were collected to measure aspartate
aminotransferase (AST), alanine aminotransferase (ALT), alka-
line phosphatase (ALP), using colometric enzymatic reaction.
Hepatotoxicity was classified based on age and sex. Data was
analysed using SPSS.
Results The level of significance was set at 5%. A total of 37
(38%) and 49 (49%) patients presented with hepatotoxicity;
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15% and 28% of these patients had severe hepatotoxicity at 4
and 24 weeks, respectively. Serum levels of all enzymes
increased significantly (p<0.05) with increased treatment dura-
tion. Univariate analysis revealed that the risk factor of devel-
oping severe hepatotoxicity was significantly (p<0.05) greater
in patients<30 years, males, low BMI, low monthly income
earners and patient on AZT+3TC +NVP regimen. While
multivariate analysis at p<0.09 showed that age <30 years,
Low BMI, low monthly income, or the use of AZT
+3TC +NVP regimen were independent risk factors.
Conclusion Low BMI,<30 years, low monthly income and the
use of AZT+3TC+NVP regimen were identifiable risk factors
for the development of severe hepatotoxicity. As such, these
factors should be considered as important for strategy by clini-
cians to prevent hepatotoxicity.

PO 8194 OPTIMISED INFORMED CONSENT FOR PARTICIPANTS IN
A RANDOMISED CONTROLLED TRIAL IN RURAL
UGANDA: A COMPARATIVE PROSPECTIVE COHORT
STUDY

1James Ditai*, 1Jesca Kanyago, 1Rachael Nambozo, 1Nathan Kanyago, 1Julian Abeso,
2Peter Olupot, 3Enitan Carrol, 3Melissa Gladstone, 3Andrew Weeks, 4Brian Faragher,
3Antonietta Medina-Lara, 5Julie Storr. 1Sanyu Africa Research Institute, Mbale, Uganda;
2Busitema University Faculty of Health Sciences, Mbale, Uganda; 3University of Liverpool,
UK; 4Liverpool School of Tropical Medicine, UK; 5World Health Organization, Geneva,
Switzerland

10.1136/bmjgh-2019-EDC.55

Background Poor participant understanding of research infor-
mation can be a problem in community interventional studies
in rural African women where levels of illiteracy, dependency
and compliance are high. We assessed the impact of alterna-
tive consent models on participants’ understanding of the clin-
ical trial information and its contribution to the informed
consent process in rural Uganda.
Methods This was a prospective comparative cohort, nested
within a pilot study of community distribution of alcohol-
based hand rub to prevent neonatal sepsis (BabyGel). As part
of the informed consent process, information about the trial
was presented using one of three consent methods: standard
researcher-read information; a ‘slide show’ using illustrated
text on a flip chart; and a video showing the patient informa-
tion sheet (PIS) being read as if by a newsreader in either
English or the local language. In addition, all women received
a written PIS in their preferred language. Each information
method was used for 1 week of recruitment. Two days after
recruitment, women’s understanding of the clinical trial was
evaluated.
Results A total of 30 pregnant women from 13 villages in
Mbale participated in this study. Majority 90% (27/30) were
assessed for recall of trial information within planned
48 hours. The slide-show was the most popular, with a mean
score not less than 4.2 highest [mean (sd) range: 4.8 (0.6) [4–
5]] by women who had been recruited using any of the three
models. The slide show was preferred by 63% of the women
(19/30), compared with 17% (5/30) and 20% (6/30) who pre-
ferred the standard and video show message, respectively. Rea-
sons given included the benefits of having pictures to aid
understanding, and the logical progression of the information.
Conclusion Our results suggest that a slide-show message is an
effective and popular alternative way of presenting trial

information to women in rural Uganda, many of whom had
little or no literacy.

PO 8208 CYTOKINE PROFILES IN SUDANESE CHILDREN
PRESENTED WITH SEVERE MALARIA, UNCOMPLICATED
MALARIA COMPARED TO HEALTHY COMMUNITY
CONTROLS ACCORDING TO WHO CRITERIA

1Hamdan Hamdan*, 2Muna El-Misbah, 1Tasneem El-Awad. 1Al-Neelain University, Faculty
of Medicine, Khartoum, Sudan; 2Sudan International University, Khartoum, Sudan

10.1136/bmjgh-2019-EDC.56

Background Immune system response to Plasmodium falcipa-
rum (P. falciparum) malaria infection outlines the disease
course and outcome. This is attributed to variable production
of cytokines that either promote (pro-inflammatory) or curtail
(anti-inflammatory) the inflammatory process. Elucidating
underlying immunological disease interactions may direct
development of effective treatment and provide better under-
standing of the disease process.
Methods A case control study was conducted in Mohamed
Elamin Paediatrics Hospital (March- August 2016) in Omdur-
man in central Sudan, an area that is characterised by unstable
malaria transmission. The study aims to investigate the role/
interaction of cytokine profiles of gamma interferon (IFN-g)
and Interleukin-10 (IL-10) in children infected with P. falcipa-
rum malaria. Enzyme-linked immunosorbent assay was used to
measure the concentrations of cytokines, IFN- g and IL-10, in
serum from Sudanese children. Thirty–five children with com-
plicated P. falciparum malaria were enrolled to the study;
well-matched 35 uncomplicated P. falciparum malaria and
another 35 healthy children were controls. Informed written
consent was obtained from the parents or guardian. Complete
blood count, blood urea and random blood glucose were
measured by using standard laboratory procedures.
Results The concentrations of IFN-g and IL-10 levels were sig-
nificantly higher in children with severe malaria compared to
uncomplicated malaria and healthy control. There was a
strong positive correlation observed between IL-10 and IFN-g
(r=0.688 p=<0.001, as well as a strong positive correlation
detected between IFN-g and urea levels (r=0.73; p=0.010).
There was moderate correlation between IL-10 and urea
(r=0.386; p=<0.001). While negative moderate correlation
was observed between IL-10 and haemoglobin levels
(r=�0.316; p=0.003), no correlation was detected between
IFN-g and haemoglobin levels. All patients were discharged
home in good condition.
Conclusion These results indicate both IFN- g and IL-10 are
involved in shaping the course and outcome of the severe
malaria in children.

PO 8239 BASELINE ASSESSMENT OF LYMPHATIC FILARIASIS IN
18 COMMUNITIES IN WESTERN GHANA BEFORE THE
IMPLEMENTATION OF TWICE-YEARLY TREATMENT

Dziedzom De Souza*, Collins Stephen Ahorlu, Joseph Otchere, Sedzro Mensah, Sudan Adu-
Amankwah, Daniel Boakye. Noguchi Memorial Institute for Medical Research, University of
Ghana, Accra, Ghana

10.1136/bmjgh-2019-EDC.57

Background Lymphatic filariasis (LF) is a neglected tropical
disease targeted for elimination as a public health problem by
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2020, with the main strategy being treatment of entire
endemic communities. Since the inception of the Global Pro-
gramme for the Elimination of LF in 2000, tremendous prog-
ress has been made in many endemic countries. However,
current observations point to the need for improved treatment
regimen, frequency of treatment or drug delivery strategies in
order to achieve the elimination goals in certain endemic
areas. In this randomised trial, we evaluate the use of twice-
yearly treatment with ivermectin and albendazole in 18 LF-
endemic communities in Ghana, where despite 15 years of
yearly treatment the disease is still above the elimination
thresholds.
Methods Following demographic data collection, Wuchereria
bancrofti antigen, microfilaria and antibody prevalence were
assessed in study participants using the Alere FTS kit, nucleo-
pore filtration and Wb123 ELISA, respectively. The study
assessed the perspectives of the communities’on persistent
transmission of LF in view of implementing effective treat-
ment uptake strategies.
Results The baseline assessments revealed antigen prevalence
of 8.2% (95% CI=6.8–9.8), with overall microfilaria preva-
lence of 1.2%. Infections were higher in males and in individ-
uals who spend significant amount of time outdoors for
commercial activities. Barriers related to medication, personal,
health system, disease and social structure were observed to
affect mass drug administration compliance. Community mem-
bers perceived that they were not susceptible to infection and
this together with drug adverse effects strongly affect the
ingestion of the drugs.
Conclusion While this trial is still in an early phase, the base-
line assessments reveal programmatic challenges to the imple-
mentation of a twice-yearly treatment strategy for the control
of LF which must be addressed to enhance implementation
success.

PO 8248 DETERMINANTS OF ACCEPTABILITY OF MALARIA RAPID
DIAGNOSTIC TEST AMONG HEALTH WORKERS IN
KINTAMPO NORTH MUNICIPALITY, GHANA

1Michael Anaba*, 1Kenneth Ae-Ngebisi, 2Seth Owusu Agyei, 3Latifat Ibisomi. 1Kintampo
Health Research Center, Kintampo, Ghana; 2University of Health and Allied Sciences,
Hohoe, Ghana; 3University of the Witwatersrand, Johannesburg, South Africa

10.1136/bmjgh-2019-EDC.58

Background Ghana rolled out the policy in 2013 with the use
of malaria rapid diagnostic test (mRDT) promoted to facilitate
diagnosis. However, health workers who are at the centre of
mRDT implementation still treat half of febrile patients with
negative mRDT results with antimalarial drugs, suggesting lim-
ited or lack of acceptability of the innovation.
Methods We conducted a cross-sectional study to examine
determinants of mRDT among health workers in Kintampo
North Municipality (KNM) in Ghana. Data were collected
from 110 health workers in KNM involved in malaria man-
agement from February to April 2017. The survey tool was
based on two frameworks – the Technology Acceptance Model
(TAM) and Normalisation Process Theory (NPT). Acceptability
was measured by ease of use, perceived usefulness and inten-
tion to use.

We hypothesised that acceptability was influenced by
coherence, cognitive participation, collective action, reflexive
monitoring and respondent characteristics. A composite accept-
ability score was computed from a 21-item questionnaire for

each respondent. The respondents were divided into three
groups of low, moderate and high acceptability for ordered
logistic regression to examine the relationship between accept-
ability and its determinants.
Results The median acceptability score was 84(Q1, Q3:68,
103). About 34% of health workers had low acceptability
while 37% and 29% had moderate and high acceptability
respectively. In the multivariable analysis, coherence
(OR=1.23, 95%CI=1.11–1.37), cognitive participation
(OR=1.35, 95%CI=1.10–1.66), health workers in rural health
facilities (OR=6.99, 95%CI=1.82–26.84) and health workers
with more than three years’ experience (OR=5.53, 95%
CI=1.98–15.42) were more likely to have high mRDT
acceptability.
Conclusion Acceptability of mRDT was moderate among the
majority. This can be improved by enhancing health workers’
coherence on the benefits of mRDT through policy building
or dissemination of information, promoting health workers’
cognitive participation in the mRDT implementation process
through recruitment of local ‘champions’ to promote ‘buy-in’
and providing incentives to health workers to embed and sus-
tain the use of the health technology.

PO 8249 SUBMICROSCOPIC PLASMODIUM FALCIPARUM
INFECTIONS IN MATCHED PERIPHERAL, PLACENTAL
AND UMBILICAL CORD BLOOD SAMPLES FROM
CONGOLESE WOMEN AT DELIVERY

1Yvon Mbouamboua*, 1Félix Koukouikila-Koussounda, 2Jacques Van Helden,
1Francine Ntoumi. 1Fondation Congolaise pour la Recherche Médicale, Brazzaville, Republic
of the Congo; 2Aix-Marseille University, Institute de Neurosciences des Systèmes, Marseille,
France

10.1136/bmjgh-2019-EDC.59

Background This cross-sectional study was conducted to char-
acterise P. falciparum infections matched in peripheral, placen-
tal and cord blood among Congolese women at delivery
receiving 1, 2 or more doses of sulfadoxine-pyrimethamine.
The cross-sectional study was conducted in a Southern district
of Brazzaville, Republic of the Congo, between March 2014
and April 2015.
Methods Peripheral and placental blood samples were collected
for P. falciparum infection investigation by microscopy and
nested polymerase chain reaction (PCR), using P. falciparum
merozoite surface protein-2 (msp2) gene as marker.
Results Of the 370 pregnant women recruited, only 7.3%
peripheral and 2.7% placental blood samples were found
smear-positive for P. falciparum by microscopy. All isolates
from cord blood were microscopy-negative. However, the
prevalences of submicroscopic P. falciparum infections (detect-
able only by PCR) were 25.4%, 16.7% and 9.4% in periph-
eral, placental and cord blood respectively. The frequency of
3D7 msp2 alleles was the highest (>60%) whatever the blood
considered. We found a high prevalence of submicroscopic
infection in pregnant women associated with a high genetic
diversity of P. falciparum isolates. The multiplicity of infection
ranged between 1.2 and 1.4 irrespective of the blood com-
partment, and it showed no significant association with mater-
nal age (p=0.3), gravidity (p=0.1) or sulfadoxine-
pyrimethamine (p=0.3).
Conclusion In summary, this study showed that there is a high
prevalence of submicroscopic infection and a high genetic
diversity of Plasmodium falciparum strains in Congo. This
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diversity varies according to maternal, placental and umbilical
cord blood. Age, gravidity and doses of preventive treatment
based on sulfadoxine-pyrimethamine do not interfere with the
multiplicity of infections.

PO 8254 LESSONS LEARNT FROM SCALING UP AN ONLINE
SYSTEM FOR REVIEW AND MANAGEMENT OF
PROTOCOLS IN SUB-SAHARAN AFRICA

1Prince B Ngongo, 2Francis Kombe, 1Anatoli Kamali, 2Carel IJsselmuiden. 1International
AIDS Vaccine Initiative (IAVI), Nairobi, Kenya; 2Council on Health Research and
Development (COHRED), Kenya

10.1136/bmjgh-2019-EDC.60

Background The transition from paper-based to online submis-
sion of health research protocols using the RHinnO Ethics
(RE) platform has been shown to improve efficiency and qual-
ity of ethics reviews. However, despite these documented ben-
efits, there are only a total of 40 installations in 12 out of
the 54 countries in Africa. We analysed facilitators and bar-
riers to adoption of RE by Researc Ethics Committees.
Methods We used a retrospective analysis to identify determi-
nants of adoption or rejection of RE by grouping feedback from
users into key emerging themes identified through three stages
of RE adoption: 1) contractual 2) trial 3) full implementation.
Results A total of 3947 protocols have been managed through
RE by March 2018. Of those reached, 25 per cent adopted
and continue to use RE. Of those that rejected, 14 per cent
rejected after the trial. At the contractual stage, the key determi-
nants of adoption were the guarantee of sustainable funding,
pre-existing good IT infrastructure, and the assurance of techni-
cal assistance from the providers. The key determinants of rejec-
tion were concerns of cyber security, limited control and
ownership by Researc Ethics Committees and cost of the annual
subscription. At the trial stage, the determinants of continued
adoption and use were continued IT support from providers
and a proven comparative advantage over the paper-based sys-
tem. The key determinant of rejection was limited support from
organisation leadership. Those who have continued through the
implementation stage emphasised financial sustainability and con-
tinuous improvement of the RE as key determinants.
Conclusion Accelerated adoption of RE will require increased
adaptability of the platform, decrease in cost of annual sub-
scription, improved confidence in security and ownership of
data. Developers, Research Ethics Committees and sponsors of
RE need to develop a cost-effective funding strategy to
increase efficiency, economies of scale and benefits related to
harmonised and standardised digital platforms.

PO 8261 CYTOCHROME P450 (CYP2B6*6C.516G>T) VARIANTS IN
CONGOLESE INDIVIDUALS WITH HIV AND TB MONO
AND DUAL INFECTIONS

1,2Simon M Peko, 1,2Félix Koukouikila-Koussounda, 1,2Madinga Kosso Etokabeka, 1,2Nerly
Gueye Gampio*, 2Simon Ch Kobawila, 1Christevy Vouvoungui, 3Laure S Linguissi Ghoma,
4David Nderu, 1,4,5Thirumalaisamy P Velavan, 1,2,3,4Francine Ntoumi. 1Fondation Congolaise
pour la Recherche Médicale, Brazzaville, Republic of the Congo; 2Marien Ngouabi
University, Brazzaville Republic of the Congo; 3Centre de Recherche Biomoléculaire Pietro
Annigoni (CERBA/LABIOGENE), UFR/SVT, Université de Ouagadougou, Burkina Faso;
4Institute of Tropical Medicine, University of Tübingen, Germany; 5Universitätsklinikum,
University of Tübingen, Germany

10.1136/bmjgh-2019-EDC.61

Background The inter-individual genetic polymorphism of
cytochrome P450 enzymes (CYP), involved in the metabolism
of many drugs, partly modulates drug response and toxicity.
Single nucleotide polymorphisms of CYP2B6 for example,
G516T have been implicated in high- and sub-therapeutic
plasma concentration of the current antimalarial, HIV and TB
first-line drugs in various geographical regions and thus under-
mines effective disease management. At present, there is no
data on the frequency of CYP2B6 c.516G>T among the Con-
golese population, despite a significant number of people
undergoing antimalarial, HIV and TB treatment that relies on
CYP2B6-based drug clearance or activation.
Methods A total of 418 patients with HIV-1 mono-infection,
HIV-1 +TB coinfection and P. falciparum infection were geno-
typed for CYP2B6 c.516G>T polymorphism using PCR-RFLP.
The frequencies of the alleles as well as the genotypes (GG,
GT and TT) were determined.
Results The frequency of CYP2B6 c.516G>T polymorphism
was 69% and frequency of G and T alleles were 45% and
55%, respectively. 17.0% (49/288) of participants were GG
(extensive metaboliser), 55.2% (159/288) of participants were
GT (intermediate metaboliser) and 27.8% (80/288) of partici-
pants were TT (poor metabolisers).
Conclusion This study highlights CYP2B6 c.G516T polymor-
phism as a potential determinant of drug response and toxic-
ity among the Congolese population, particularly those
undergoing antiretroviral, malaria and tuberculosis treatment
within the current first-line drug policy framework.

PO 8264 QUALITY CARE CRITERIA IN A CLINICAL TRIAL
CONTEXT: PATIENT AND DAFRA AND NANORO
CMA HEALTH WORKER PERCEPTIONS IN BURKINA
FASO

1Barry Nourou*, 1Léa Pare Toe, 2Patrice Toe. 1Institut de recherche en sciences de la santé/
Centre Muraz, Bobo-Dioulasso, Burkina Faso; 2Nazi Boni University, Bobo-Dioulasso,
Burkina Faso

10.1136/bmjgh-2019-EDC.62

Background Participants in clinical trials as well as researchers
conducting them, establish a close link between clinical trial
and quality care. However, what understanding do they have
of the concept of quality of care? This study aimed to answer
this question by presenting the criteria which define for them
quality care in the context of clinical research.
Methods The data were collected from the participants
involved in these clinical trials as well as from the health
workers (research teams and other health workers) using a
qualitative approach with 70 in-depth interviews. Direct obser-
vations of the participants partaking in care activities were
also made in both health districts. The data were recorded,
transcribed and then analysed on the thematic content basis.
Results For the health workers interviewed, the clinical trials
are conducted in optimal conditions which highly contribute
to ensure a good quality of care. To them, quality of care in
the process of the trial implementation is evident from some
availability of qualified human resources, quality medico-tech-
nical equipment, as well as good clinical practice strictly
adhered to by the researchers.

As for the participants, the quality of care in clinical trials
meets specific criteria. To them, quality care delivered by the
research team became tangible through laboratory tests before
any treatment proposal, the promptness in taking care of any
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discomfort, as well as the regular and permanent follow-up of
the patient until recovery of his health. Blood sampling for
laboratory examinations was highly appreciated and mentioned
by our respondents as the main indicator of the quality of
care provided by the research teams.
Conclusion The quality of care according to the criteria the
participants and the health workers assigned to it, is intrinsi-
cally linked to clinical trials.

PO 8269 SELECTION OF SEVEN-MUTATION PFCRT-PFMDR1
GENOTYPE AFTER SCALING-UP SEASONAL
MALARIA CHEMOPREVENTION WITH
SULPHADOXINE-PYRIMETHAMINE AND
AMODIAQUINE IN MALI

1Hamma Maiga*, 2Amadou Bamadio, 2Aliou Traore, 2Nouhoum Diallo, 2Modibo Diarra,
2Issaka Sagara, 2Hamidou Niangaly, 2Samba Coumare, 2Boubou Sangare, 2Djibril Traore,
3Michel Vaillant, 2Alassane Dicko, 2Ogobara K Doumbo†, 2Abdoulaye Djimde. 1National
Institute of Public Health Research, Bamako, Mali; 2Malaria Research and Training Center,
University of Bamako, Mali; 3Luxembourg Institute of Health

10.1136/bmjgh-2019-EDC.63

Background WHO recommended seasonal malaria chemopre-
vention (SMC) in 2012 for Sahel countries in Africa with the
aim to reduce malaria among children under 5 years old by
using sulphadoxine-pyrimethamine and amodiaquine (SP+AQ).
This strategy was scaled up in Mali from 2012. The use of
millions of doses of SP+AQ could generate potential Plasmo-
dium falciparum resistance in mutant parasites. The aim of
this study was to monitor the prevalence of Pfdhfr +Pfdhps
+pfcrt +pfmdr1 mutations in parasites infecting the target
population.
Methods Two cross-sectional surveys were conducted before
(August 2012, n=662) and after (June 2014, n=670) a pilot
implementation of SMC in the health district of Koutiala.
Children aged 3–59 months received 3 and 4 rounds of cura-
tive doses of SP+AQ over two malaria seasons in 2012 and
2013, respectively. Genotypes of P. falciparum Pfdhfr codons
51, 59, 108 and 164; Pfdhps codons 437 and 540, Pfcrt
codon 76 and Pfmdr1 codon 86 were analysed by PCR on
DNA of parasites from SMC population blood samples (after
and before) and non-SMC patients aged 7 years or above
(November 2014, n=500).
Results In the SMC population 191 and 85 children before
and after SMC implementation, respectively, were included
in the molecular analysis. In the non-SMC patients, 220
were successfully PCR analysed. In the SMC population,
the prevalence of the six-mutation Pfcrt [Pfdhfr-dhps
quintuple +Pfcrt-76T] genotype increased significantly after
SMC implementation, from 0.0% to 7.1% (p=0.0008). The
post-intervention prevalence of the six-mutation Pfmdr1
[Pfdhfr-dhps quintuple +Pfmdr1–86Y] and the seven-mutation
Pfcrt +Pfmdr1 [Pfdhfr-dhps quintuple +Pfmdr1–86Y+Pfcrt-
76T] genotypes were both 1.2% among the SMC population.
No six-mutation and seven-mutation genotypes were observed
among SMC population at baseline nor in the non-SMC
patient population (p=0.30).
Conclusion SMC increased the prevalence of the six-mutation
Pfcrt genotype of P. falciparum that can lead to resistance in
a population exposed to SMC with SP+AQ.

PO 8271 PFHRP2 GENE DELETIONS IN PLASMODIUM
FALCIPARUM AND SCHISTOSOMA MANSONI
CO-INFECTIONS: AN EMERGING CHALLENGE FOR
MALARIA RAPID DIAGNOSTIC TESTS

1Hilda Echelibe, 1Masumbe Netongo Palmer, 2Nji Akindeh, 3Wilfred Mbacham.
1Department of Microbiology/Immunology, School of Health Sciences, Catholic University of
Central Africa, Yaounde, Cameroon; 2Biotechnology Center/FMSB, University of Yaoundé I
Cameroon; 3Department of Physiological and Biochemical Sciences, University of Yaounde I,
Cameroon

10.1136/bmjgh-2019-EDC.64

Background Malaria and schistosomiasis are infections that
have a great impact in sub-Saharan Africa based on their high
morbidity and mortality rates. We suggest the possibility that
the microenvironment created from interactions between the
parasites involved generates a pressure on the malaria parasite
which could in turn favour the parasite’s adaptation or escape
through Pfhrp2 gene deletions. Thus, this study aimed at
determining the association between the co-infection with both
parasites and false-negative PfHRP2-based malaria rapid diag-
nostic tests which occur because of these deletions.
Methods This pilot study was conducted in a total of 149 chil-
dren aged 7–17 years living in Yorro, located in the Mbam-
Inoubou division of the Center region of Cameroon. We col-
lected fresh stool samples from each participant to identify
Schistosoma mansoni (Sm) eggs by Kato Katz method and
blood samples to identify the ring stages of Plasmodium falci-
parum (Pf) by thick smear. Malaria rapid diagnostic test and
Pfhrp2 gene polymerase chain reaction were performed. The
association between the co-infection with Sm/Pf and the false-
negative malaria RDTs was determined by the Fisher’s exact
test. A p value<0.05 was considered statistically significant.
Results Our results showed that samples were singly infected
with Sm, Pf, co-infected (Sm/Pf) and negative for both infections
at frequencies of 12%, 43%, 30.2% and 14.8% respectively.
False-negative PfHRP2-based RDTs were observed in 4.7% of
the participants. A higher frequency (5/7) of the cases with
false-negative malaria RDTs were co-infected with Sm/Pf. A p
value of 0.027 showed statistical significance in the association
of Sm/Pf co-infection and false-negative PfHRP2-based RDTs.
Conclusion A significant association of Plasmodium falciparum
and Schistosoma mansoni co-infection with false-negative
PfHRP2-based RDTs supports the case for a plausible implica-
tion of Pfhrp2 gene deletions, with consequences for malaria
rapid diagnostic testing.

PO 8275 HEPATITIS B VIRUS IMMUNE ESCAPE MUTANTS
AMONG APPARENTLY HEALTHY INHABITANTS IN
IBADAN, SOUTHWESTERN NIGERIA

1Adeleye S Bakarey*, 2Ijeoma M Ifeorah, 1Adegboyega Akere. 1College of Medicine,
University of Ibadan, Nigeria; 2University of Nigeria, Nsukka, Nigeria

10.1136/bmjgh-2019-EDC.65

Background The documentation of circulation of immune
escape mutants (IEMs) poses a risk on the continual success
of HBV prevention and control. Therefore, this study aimed
to determine the possible circulation of IEM among asympto-
matic dwellers in southwestern Nigeria.
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Methods Blood samples collected from consenting 133 males
and 305 female participants in Ibadan were tested for HBsAg,
HBeAg, HBcIgM, HBcTotal and HBsAb by ELISA technique.
Samples positive for HBsAg were further analysed for HBV
DNA by amplifying and sequencing the S gene. Isolates were
genotyped and subtyped based on amino acid residues at posi-
tion 122, 127, 134, 160 of the S gene.
Results Of the 438 subjects tested 31 (7.1%) were positive for
HBsAg, 2 (6.5%) of which were HBeAg positive. Ninety-nine
(22.8%) had detectable HBsAb, 3 (0.7%) were positive for
HBcIgM and 195 (44.5%) were HBcTotal positive. HBV DNA
was amplified and sequenced in 27 out of 31 and 4 could
not be amplified due to low titres. After sequencing, 9
(33.3%) were not exploitable due to the presence of multiple
peaks. Of the 18 exploitable isolates, only 15 showed signifi-
cant similarity to HBV S-gene. Eleven of the 15 isolates were
subtyped as ayw4 while others could not due to substitution
at s122p. Phylogram showed that the 11 isolates were geno-
type E. Two of the 4 isolates with R122Q/P substitutions also
belonged to genotype E while the other 2 which
were >11% divergent from the reference genotype E sequence
clustered with an isolate previously described as an Immune
Escape Mutant.
Conclusion This study identified high endemicity of HBV
infection, presence of markers of infection even in non-detect-
able HBsAg levels and circulation of genotype E ayw4 and
vaccine mutants in south-western Nigeria. It therefore empha-
sises the risk of development of an indigenous infected popu-
lation that may not be protected by the current vaccine.

PO 8276 COMMUNITY INDEX CASE APPROACH AND HIV
TESTING AND COUNSELING (HTC) FOR SEXUAL
PARTNERS OF HIV-POSITIVE PATIENTS LOST TO
FOLLOW-UP: THE EXPERIENCE OF WORLD VISION
MOZAMBIQUE

Miguelhete Lisboa*, Saraiva Culuze, Saimado Imputiua, Adolfo Cambule, Christine Latif.
World Vision Mozambique, Mozambique

10.1136/bmjgh-2019-EDC.66

Background HIV-positive patients lost to follow-up (HP-LTFU)
represent a challenge for HIV/AIDS control efforts as they are
associated with higher risk of HIV transmission to their sexual
partners, low viral load suppression and higher risk of mor-
bidity and mortality than adherent patients. The SCIP-Oguma-
niha programme implemented by World Vision Mozambique,
has been utilising the index case approach together with sys-
tematic home-based HIV testing and counseling (hHTC) since
August 2016 in 7 districts of the Zambezia province. This
abstract outlines an evaluation of the contribution of this
approach to HIV/AIDS care and treatment (HACT) of sexual
partners of HP-LTFU in alignment with the first and second
targets of the 90–90–90 UNAIDS strategy.
Methods The study involved HP-LTFU returned to HACT
between October 2016 and September 2017. These patients
reported to have sexual partners who had not been tested for
HIV and provided informed, written consent for joint hHTC
with these individuals. The hHTC package for sexual partners
was offered by World Vision project counselors and those
who tested HIV-positive were referred to HACT.
Results Of 7.084 patients who returned to HACT and
reported to have an untested sexual partner, 63% (4,471)

provided informed, written consent for joint hHTC. Of 4264
sexual partners found and tested, 52% was female, 64% was
in the 15–34 age groups, and 88% had never been tested for
HIV. About 28% (1.205/4.264) was HIV-positive, 56% of the
sexual partners who tested HIV-positive, was female and 98%
of these was successfully referred to HACT.
Conclusion The index case approach together with hHTC has
contributed to the early diagnosis of 28% of new HIV infec-
tions among sexual partners of HP-LTFU and 98% of them
ensured timely linkage to the HACT. Therefore, broader pro-
motion and adoption of this approach would make a signifi-
cant contribution to achievement of the first and second
targets of the 90–90–90 UNAIDS strategy.

PO 8278 BUILDING CAPACITY IN CONDUCTING CLINICAL
RESEARCH IN A VIRTUAL SETTING: EXPERIENCES FROM
THE EAST AFRICAN CONSORTIUM FOR CLINICAL
RESEARCH (EACCR2)

1Emily Nyanzi-Kabuye*, 1Pontiano Kaleebu, 1Benard Kikaire, 2Blandina T Mmbaga,
3Godfrey S Mfinanga, 4Norbert Peshu, 5Maowia Mukhtar. 1Uganda Virus Research Institute,
Entebbe, Uganda; 2Kilimanjaro Clinical Research Institute, Tanzania; 3National Institute of
Medical Research -Muhimbili, Tanzania; 4Kenya Medical Research Institute- Wellcome Trust,
Nairobi, Kenya; 5Institute of Endemic Diseases, University of Khartoum, Sudan

10.1136/bmjgh-2019-EDC.67

Background EACCR2 is an EDCTP-funded, Eastern African-
led network established in May 2009, with 23 regional part-
ners from Ehtiopia, Kenya, Sudan, Tanzania, and Uganda, and
8 northern partners from Germany, Netherlands, Norway,
Sweden and United Kingdom. The objective is to strengthen
capacity to conduct health research to international standards
with specific focus on clinical trials on poverty-relevant dis-
eases such as HIV, TB, malaria and neglected infectious dis-
eases. EACCR2 optimises the use of shared research
infrastructures and other regional capacity building resources
and opportunities.
Activities The activities of the network are implemented in
five work packages cutting across ‘nodes’ in different coun-
tries. Capacity building programmes and studies funded by
EDCTP are implemented by coordinators at the disease nodes.
The Uganda Virus Research Institute (UVRI) hosts the secre-
tariat of the consortium of five nodes located in the following
institutions: Malaria Node in Kilifi-Kenya Medical Research
Institute Wellcome Trust, Tanzania; Training Node in Kiliman-
jaro Clinical Research Institute, Tanzania; Tuberculosis Node at
the National Institute of Medical Research- Muhimbili, Tanza-
nia; the Neglected and Re-Emerging Tropical Diseases Node
at the University of Khartoum, Sudan; and the HIV Node at
UVRI, Uganda.

Coordinators form the project implementation committee
which meets via skype or teleconference every quarter to
assess progress, share best practice and challenges of the net-
work. Scientific and annual meetings are arranged every year
in one of the implementing institutions. During such meetings,
students, the nodes and steering committee also meet to mini-
mise travel costs while helping teams to network.

EACCR2 learns from the experiences, best practice and
challenges of EACCR1 while implementing its current activ-
ities. Careful planning and consensus building from all part-
ners has been the driving force to build and implement
activities of this virtual network. EACCR2 also works closely
with other EDCTP Networks of Excellence, i.e. in Central
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Africa (CANTAM), West Africa (WANETAM), and Southern
Africa (TESA).

PO 8289 ASSOCIATION BETWEEN PLASMA LEVELS OF IL-27, IL-6
CYTOKINES AND P. FALCIPARUM INFECTION IN
PREGNANT WOMEN LIVING IN MBALMAYO,
CAMEROON

1,2Balotin Fogang*, 1Jean C Djontu, 1Rosette Megnekou, 2Lawrence Ayong. 1University of
Yaounde I, Yaounde, Cameroon; 2Centre Pasteur du Cameroon, Yaounde, Cameroon

10.1136/bmjgh-2019-EDC.68

Background The appropriate balance between anti-inflamma-
tory and pro-inflammatory cytokines is necessary for protec-
tion against pregnancy-associated malaria and poor pregnancy
outcomes. This study therefore aims to investigate the rela-
tionship between plasma levels of some regulatory cytokines
and P. falciparum infection in Cameroonian women during
pregnancy.
Methods Peripheral blood was collected from 131 women dur-
ing pregnancy and 27 non-pregnant women living in the
Mbalmayo area between May and December 2014. Parasitae-
mia was determined by microscopy and haemoglobin level
using a haematological counter. Plasma levels of IL-27 and IL-
6 cytokines were measured using the Magnetic Luminex
Screening Assay technique.
Results Parasitaemia associated negatively with haemoglobin
level (rs=–0.43; p<0.001). The plasma level of IL-6 was
higher in pregnant women than in non-pregnant women
(p=0.05). Regarding parasitaemia, plasma level of IL-27 was
significantly higher in non-infected than in infected women
(p=0.028) while that of IL-6 was significantly higher in
infected women (p<0.0001). Moreover, parasitaemia corre-
lated negatively with the plasma level of IL-27 (p=0.034) and
positively with that of IL-6 (p<0.0001). In addition, level of
IL-6 was significantly higher in anaemia-positive than in anae-
mia-negative women (p=0.028). On the other hand, level of
IL-27 negatively associated with the parity (p=0.022) and ges-
tation age (p=0.014).
Conclusion These results show that in pregnant women, P. fal-
ciparum malaria infection is associated with high plasma level
of IL-6 and low level of IL-27, suggesting that IL-27 could
have a protective effect against pregnancy-associated malaria
while IL-6 seem to be a potential biomarker of the disease.

PO 8290 INFLUENCE OF THE SICKLE CELL TRAIT ON
PLASMODIUM FALCIPARUM TRANSMISSION IN
ASYMPTOMATIC CHILDREN

1Christelle Ngou Maffo*, 3Antoine Berry, 4Isabelle Morlais, 1Lionnel B Feufack Donfack,
1Albert Bayibeki Ngano, 2Sandrine E Nsango, 1Elangwe Milo Sarah-Matio,
1Lawrence Ayong. 1Malaria Unit, Centre Pasteur du Cameroun, Yaounde, Cameroon;
2Faculty of Medecine University of Douala, Yaounde, Cameroon; 3Service de Parasitologie-
Mycologie CHU Toulouse/Université Toulouse III, France; 4Equipe MIVEGEC-IRD de
Montpellier, France

10.1136/bmjgh-2019-EDC.69

Background The sickle cell trait is associated with protection
against severe malaria. Recently, it has been shown that the
genetic protection conferred by the sickle cell trait has no
effect on the transmission of Plasmodium species from humans

to vectors. Our study aimed to investigate the putative associa-
tion between the sickle cell trait AS and the susceptibility to
malaria infection of both the human host and the insect
vector.
Methods The study was conducted from June to November
2017 among asymptomatic children living in Cameroon. The
samples were collected on microscopy slides, Whatman FTA
and grade 17 paper for the selection of gametocyte carriers
by microscopy, the molecular diagnosis of Plasmodium species,
and sickle cell trait (PCR- RFLP), respectively. Infectivity of
the mosquito was measured by experimental infections on
gametocyte-containing blood from naturally infected carrier.
Genetic diversity was measured using microsatellite markers.
Results A total of 1557 children were recruited; the preva-
lence of Plasmodium infection among this group was 58%
and the AS sickle cell trait 20%. No significant difference in
the prevalence of P. falciparum infection was observed accord-
ing to the sickle cell trait carriage and this irrespective of the
parasite stage (p>0.05). The level of infectivity of the mos-
quito was higher when feedings were performed on blood
from HbAS genotypes compared to HbAA genotype blood,
and the difference was even more significant when the blood
pellet was resuspended with non-immune AB plasma
(p<0.0001). No significant difference was observed in the
infection complexity between HbAS and HbAA genotypes
(p>0.05).
Conclusion Plasmodium infection is not influenced by HbAS
genotype regardless of parasite stage; the risk of anopheles
infection is higher with blood from gametocyte carriers with
sickle cell trait (HbAS). The sickle cell trait does not affect
the multiplicity of infection.

PO 8296 REDUCING LOSS TO FOLLOW-UP OF CHILDREN
EXPOSED TO HIV IN THE PROVINCES OF MANICA AND
SOFALA, CENTER OF MOZAMBIQUE

Lúcia da Costa Vieira*, Arlete Mahumane. Beira Operational Research Center, Maputo,
Mozambique

10.1136/bmjgh-2019-EDC.70

Background Early childhood diagnosis of HIV is a challenge
in many developing countries, including Mozambique. Approx-
imately 50% of exposed children and HIV-positive are lost to
follow-up, i.e. during Postpartum Consultation (CPP), at-risk
child consultation (CCR) or ART consultation in the country.
The objective was to carry out an intervention to reduce the
loss to follow-up of children exposed to and positive for HIV
in Manica and Sofala provinces.
Methods Intervention study in HIV-positive women and their
children in CPP and CCR in six health facilities in 2016.
Stepped-wedge design with 3 cohorts for 3 months of two
health facilities randomly selected. Interventions included acti-
vist allocation, telephone calls to contact the mothers, guide
the mothers with exposed child from CPP to CCR, active
outreach to missed mothers, and initiation of ART in the
CCR for 3 months. Data were collected from the health
facilities and study books. Analysis was binomial logistic
regression model with mixed effects.
Results Of the aggregated data, PCR +was 7.7%, and propor-
tion of HIV-positive women in CPP 17.4%. In the control
group only 24% of the mothers had more than 2 visits with
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us, compared with 60% in the intervention group [OR=2.05
(95% CI: 1.60, 2.62)]. In the intervention group, more chil-
dren were transferred to CCR 52% vs 32% in the control
[OR=1.7 (CI: 1.3–2.41)], 65% of the mothers in intervention
group reached at CCR vs 57% of the mothers in the control
group [OR=1.69 CI: 1.27–2.41)] and returned to receive the
PCR result of their child, 6.7% in the control vs 8.2% in
intervention [OR=2.3 (CI: 1.36, 3.87)].
Conclusion The intervention had a greater impact on the
number of visits to CPP, the transfer of mothers from CPP to
CCR, and the reception of PCR results in CCR by the
companion.

PO 8300 REGIONAL CENTER FOR REGULATORY EXCELLENCE IN
CLINICAL TRIAL OVERSIGHT – TRAINING 2017

Delese Darko*, Yvonne Adu-Boahen. Food and Drugs Authority, Accra, Ghana

10.1136/bmjgh-2019-EDC.71

Background The competencies of the various national medi-
cines regulatory agencies (NMRAs) in Africa vary which leads
to generally porous regulatory systems for clinical trial over-
sight. Consequently, many trials have been conducted under
unacceptable conditions compromising participants’ safety and
data credibility and resulted in questionable outcomes that are
used for making scientific judgement in addressing issues of
public health in Africa.

To improve the safety and quality of health technologies in
Africa, the New Partnership for African Development
(NEPAD) agency launched a programme to designate Regional
Centres of Regulatory Excellence (RCOREs) with the specific
objective of bridging existing gaps between African NMRAs
through strengthening regulatory capacity of African Union
member states. The Food and Drugs Authority (FDA), Ghana,
was designated as RCORE for Clinical Trials oversight in May
2014.
Methods To achieve the RCORE objectives, the FDA collabo-
rated with the School of Public Health (SPH), University of
Ghana to develop a training manual and piloted a training
programme with funds from the International AIDS Vaccine
Initiative (IAVI) through NEPAD.

The programme, consisting of 4 compulsory modules, was
organised from 6–30 November 2017 for 10 participants
from Zambia, Sierra Leone, Liberia, Rwanda and Ghana.
Interactive training methods in the form of theoretical and
practical sessions were employed.
Results The pilot RCORE training was successful with
expected training objectives achieved. Participants gained
hands-on experience through activities like observing Good
Clinical Practice inspection and a Technical Advisory Commit-
tee Meeting. Participants were given template tools to assist in
developing regulatory guidelines and forms in their respective
countries.

A follow-up questionnaire was circulated to participants to
assess the impact of the training on their work. Feedback
indicates that regulation of clinical trials has improved in their
respective institutions.
Conclusion This pilot fellowship training was successful,
leading to the improvement of clinical trial regulation in the
participating countries.

PO 8302 IMPACT OF TWO ANNUAL ROUNDS OF MASS DRUG
ADMINISTRATION WITH DIHYDROARTEMISININ-
PIPERAQUINE ON MALARIA TRANSMISSION IN
A PROSPECTIVE COHORT STUDY

2Julia Mwesigwa*, 2Jane Achan, 2Miriam Wathuo, 2Archibald Worwui,
2Nuredin Mohammed, 2Fatomatta Kanuteh, 1Jean-Pierre Van Geertruyden, 2Umberto D
Alessandro. 1Faculty of Medicine and Health Sciences, University of Antwerp, Belgium;
2MRC Unit The Gambia at the London School of Hygiene and Tropical Medicine, Banjul, The
Gambia

10.1136/bmjgh-2019-EDC.72

Background Mass drug administration (MDA) may reduce
malaria transmission in low-transmission areas and interrupt
transmission. The impact of MDA with dihydroartemisinin-
piperaquine (DP) on malaria infection and clinical malaria was
determined in a prospective cohort study in The Gambia.
Methods Single annual MDA rounds with DP were done in
2014 and 2015 in a prospective cohort among residents
aged >6 months in twelve villages in The Gambia at the start
of the transmission season in June. Monthly blood samples
for microscopy and PCR were collected during the transmis-
sion season from July to December, post MDA and once
before MDA during the dry season in April. The incidence of
infection and clinical malaria post-MDA were compared to
2013 and mixed effects logistic regression models assessed the
efficacy and risk of re-infection post MDA.
Results Coverage of 3 DP doses was 68.22% in 2014 and
65.60% in 2015. Compliance to 3 doses was high, 83.11% in
2014 and 85.93% in 2015. Incidence of infection in 2014
(2014: IR=0.23 PPY, 2013: IR=1.12 PPY, p<0.01) and clini-
cal malaria in 2014 (2014: IR=0.08 PPY, 2013: IR=0.39:
IRR=0.22, p<0.01) and 2015 (2015: IR=0.19, 2013:
IR=0.38, IRR=0.50, p<0.01) was significantly lower after
MDA compared to 2013. The incidence of clinical malaria
remained higher in eastern Gambia compared to the western
region. Subjects that took 3 DP doses had lower odds of
infection in 2014 at 28 days (OR=0.61, 95% CI: 0.38–0.99)
and 42 days (2014: OR=0.52, 95% CI: 0.29–0.89)
Conclusion A single annual MDA round with DP temporarily
reduced malaria infection and clinical disease during the trans-
mission season and subjects that took 3 doses had lower risk
of infection. However, several MDA rounds covering the
entire transmission season and some targeting the human res-
ervoir during the dry season, are needed to achieve a more
marked sustained reduction of transmission.

PO 8313 PREDICTORS OF HEALTH INSTITUTIONAL READINESS
FOR EBOLA EPIDEMIC CONTAINMENT IN NIGERIA: A
STRUCTURAL EQUATION MODELLING (SEM) APPROACH

1Joshua Adekeye*, 1Eustasius Musenge, 2Oyedunni Arulogun. 1University of the
Witwatersrand, Johannesburg, South Africa; 2University of Ibadan, Ibadan, Nigeria

10.1136/bmjgh-2019-EDC.73

Background There is paucity of literature on organisational
readiness in the health space. Previous studies focus on epi-
demic preparedness and often depict readiness as a minor ele-
ment in the implementation space. This study investigated the
predictors of health institutional readiness to implement inno-
vations for combating an Ebola epidemic outbreak in Nigeria.
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Methods The cross-sectional, mixed methods design was
employed. The study population was 785 health care workers
and non-health workers working at University of Port-Har-
court Teaching Hospital (Nigeria). The purposive sampling
was used for qualitative study while the stratified random
sampling technique was utilised for the quantitative study.
Qualitative data were collected from fifteen respondents while
a total of 511 questionnaires were administered at the study
site. The qualitative data was analysed using inductive the-
matic analysis. The quantitative data was analysed using struc-
tural equation modelling (SEM).
Results The qualitative study suggested that quality improve-
ment was perceived as most useful in influencing all the tree
sub-components of readiness. Training is perceived as most
useful in building readiness while it is perceived to be moder-
ately useful in influencing the sub-component of readiness.
The OLS estimates indicates that QI/QA exert a positive and
significant effect on motivation (b=0.004, p<0.05) and gen-
eral capacity score (b=0.28 p<0.05) while it inversely but sig-
nificantly exerts influence on innovation specific capacity
(b=�0.21×10–3, p<0.05). The SEM/pathway analysis shows
the direct and indirect routes of interactions among predictors
of readiness after adjusting for confounders. All the explana-
tory variables have significant effect on readiness except gen-
der which was dropped from the final model.
Conclusion The strength of evidence of how an evidence-
based system for innovation support can influence readiness
was established. Though readiness is a rate-determining step in
ensuring robust and effective implementation outcomes for
epidemic containment, exploring innovation outcomes and
their amplification through explicitly target readiness dynamics
requires further investigation.

PO 8355 HOST GENETIC POLYMORPHISMS AND ASYMPTOMATIC
MALARIA IN SOUTHERN GHANA

1Paulina Otu*, 2Aminata Colle Lo, 2Ben Gyan, 1Yaw Afrane, 2Linda Eva Amoah. 1University
of Ghana, Legon, Accra, Ghana; 2Immunology Department, Noguchi Memorial Institute for
Medical Research, College of Health Sciences, University of Ghana, Accra, Ghana

10.1136/bmjgh-2019-EDC.74

Background Despite several interventions through malaria con-
trol programmes, asymptomatic malaria is a major barrier to
control as asymptomatic individuals serve as reservoirs from
which others are re-infected. The mechanism by which these
individuals remain asymptomatic is not well understood. Much
work has been done in relation to human genes and their
association to severe, mild and uncomplicated malaria. How-
ever, there is limited knowledge regarding host genetic factors
and asymptomatic malaria.
Method In this study, we investigated the association between
host genetic polymorphisms of glucose-6-phosphate dehydrogen-
ase gene (G6PD), mannose binding lectin (MBLG54A), tumor
necrotic factor alpha (TNF-G308A) and nitric oxide synthase 2
(NOS2-G954C) and the outcome of asymptomatic P. falciparum
malaria in 150 healthy individuals in southern Ghana.
Results We found a significant association between G6PDd
and asymptomatic malaria with a prevalence of 9.6%
(p=0.035, by chi-square test). All the individuals who were
heterozygous and hemizygote deficient (5.3% and 4.3%) were
found to be asymptomatic. Individuals homozygous (GG) for
TNF (G308A) were found to be highly asymptomatic
(p=0.019, by chi-square test). Regarding MBL (G54A) and

NOS (G954C), no significant association was found between
these markers and asymptomatic malaria.
Conclusion Upon reviewing our data with other data from
published work, we conclude that both heterozygous and hem-
izygous individuals with G6PD A- and homozygous individuals
(GG) of TNF (G308A) polymorphisms could be predisposed
genetically to asymptomatic malaria.

PO 8356 ANGIOGENIC AND ANGIOSTATIC FACTORS IN THE
SALIVA OF MALARIA PATIENTS

1Cecilia Lekpor*, 1Felix Botchway, 2Jonathan Stiles, 2Wilson O Nana. 1Department of
Patholgy, University of Ghana, Accra, Ghana; 2Morehouse School of Medicine, Atlanta (GA),
USA

10.1136/bmjgh-2019-EDC.75

Background Malaria mortality is associated with exaggerated
host responses to inflammatory factors such as C-X-C motif
chemokine 10 (CXCL10) and host biomarkers such as angio-
poietin 1 (Ang-1) and angiopoietin 2 (Ang-2). The aim of this
study was to determine saliva levels of CXCL10, Ang-1 and
Ang-2 and compare with plasma levels regarding their poten-
tial as biomarkers of malaria, which may be useful for further
development of highly efficient non-invasive malaria detection
methods.
Methods Case control study involving 213 subjects (119 with
and 94 without malaria) aged 1–16 years. Haematological
determination was done using Haematology Analyser. Plasmo-
dium Lactate Dehydrogenase/Histidine Rich Protein-2 (pLDH/
HRP-2) Antigen rapid diagnostic test (RDT) were performed.
Plasma and saliva levels of CXCL10, Ang-1 and Ang-2 were
measured using Elisa kit. Data was presented as
mean ±standard error or median and interquartile range
(IQR). A p-value<0.001 was considered statistically significant.
Results There was decreased plasma levels of Ang-1 and
increased plasma levels of CXCL10 and Ang-2 in individuals
with malaria compared to those without malaria (Ang-1,
p<0.009; Ang-2, p<0.001; CXCL10 p<0.001). Biomarker
levels in both plasma and saliva in subjects with malaria and
without malaria were correlated and a significant relationship
was found between Ang �2 and CXCL10 which could be
used to predict malaria severity (p=0.001 for Ang-2 and
p<0.01 for CXCL10). Low Ang-1 and high Ang-2 in both
plasma and saliva were significantly associated with increased
risk of malaria severity: Ang-1, 2741.04 (1785.85–3582.68),
p<0.009; Ang-2, 3508.82 (2139.61–5091.633.9),
p<0.001 and Ang-1, 720.27 (439.82–1086.74); 16.98 (10.08–
33.26), (p<0.001 for all). Finally, Ang-2 was informative
when combined with CXCL10 to predict malaria severity.
Conclusion These results provide insight into the use of saliva
for a non-invasive diagnostic method and demonstrate that
Ang-2 combined with CXCL10 is a promising predictive bio-
marker of malaria severity.

PO 8369 BURULI ULCER: PATTERN OF PRESENTATION
IN A NIGERIAN HOSPITAL

1Chukwuanugo Ogbuagu*, 2Ifeoma Enweani, 3Agu Maurice, 1Ekenechukwu Ogbuagu,
1Obiageli Emelumadu. 1Nnamdi Azikiwe University Teaching Hospital, Nnewi, Nigeria;
2Nnamdi Azikiwe University, Awka, Nigeria; 3Nnewi Diocesan Hospital, Nnewi, Nigeria

10.1136/bmjgh-2019-EDC.76
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Background Buruli ulcer is one of the neglected tropical dis-
eases. It is a chronic, debilitating, necrotising disease of the
skin and soft tissue caused by Mycobacterium ulcerans. Most
times, the pattern of presentation is neglected by the infected
because it is regarded as a disease of the poor who have little
or no access to healthcare. Living in rural often inaccessible
areas and suffering from a triad of ignorance, stigma and pov-
erty, this poor population fails to present early to a hospital.
Methods A retrospective review of patients who accessed care
at the infectious disease clinic of Nnewi Diocesan Hospital,
Nnewi, Southeast Nigeria, between 1 January to 31 December
2017. To achieve a complete inference, the results of labora-
tory wound swab culture of all patients were collated and
matched with the clinical presentation. All cultures were done
by a trained scientist of the German Leprosy and TB Relief
Association (GLRA).
Results Review of data showed a total of 10 120 patients of
which 6402 were outpatients and 3718 were inpatients; they
were between 1 and 86 years of age. There were 60 cases of
limb ulcers of which wound swab culture was done. Fifty-four
(54) were diabetic foot ulcers while five (5) were venous
ulcers. Acid-fast bacilli were detected with Ziehl-Neelsen stain-
ing in one specimen and confirmed by the reference center.
Conclusion Most of the Buruli ulcer patients are found inci-
dentally following late presentation at hospitals with a ques-
tionable ulcer/wound with a high index of suspicion on
clinical examination. If Buruli ulcer is to be eradicated, an
intensive rural epidemiological identification programme must
be implemented to isolate the infected. The vicious cycle of
ignorance, stigma and poverty needs to be broken by massive
awareness and education campaigns.

PO 8372 CULTURE-FREE APPROACHES FOR THE DIAGNOSIS AND
MANAGEMENT OF PATIENTS WITH RIFAMPICIN
RESISTANT TUBERCULOSIS: THE DIAMA PROJECT

1Faridath Massou*, 1Dissou Affolabi, 2Corinne Merle, 3Gemeda Abebe, 4Oumou Bah Sow,
5Bassirou Diarra, 6Osman El Tayeb, 7Ayou Gaye Diallo, 8Michel Kaswa, 9Jean Claude
Ngabonziza Semuto, 10Melissa Sander, 11Philip Supply, 12Bouke De Jong. 1Supranational
Reference Laboratory of Mycobacteria, Cotonou, Benin; 2Special Programme for Research
and Training in Tropical Diseases, World Health Organization (WHO/TDR), Geneva,
Switzerland; 3Jimma University, Jimma, Ethiopia; 4Service de Pneumophtisiologie, Guinea,
Conakry; 5Université des Sciences, des Techniques et des Technologies de Bamako, SEREFO,
Mali, Bamako; 6Damian Foundation, Ibadan, Nigeria; 7Université Cheikh Anta Diop,
Senegal, Dakar; 8Institut National de Recherche Biomédicale (INRB), Kinshasa, DRC;
9Rwanda Biomedical Center (RBC), Kigali, Rwanda; 10The Tuberculosis Reference Laboratory
Bamenda, Cameroon; 11Genoscreen, France, Lille; 12Institute of Tropical Medicine (ITM),
Belgium, Antwerp

10.1136/bmjgh-2019-EDC.77

Background Recent advances in molecular diagnostics, espe-
cially the Xpert MTB/Rif test, have reduced the time to diag-
nose rifampicin resistant tuberculosis (RR-TB). However, with
this test only rifampicin resistance is diagnosed, leading to
presumptive diagnosis of resistance to isoniazid and maybe
other drugs. In addition, culture on monthly sputum samples
is currently recommended by the World Health Organization
(WHO) for follow-up of RR-TB patients under treatment.
Unfortunately, culture is often not locally available, and sam-
ples need to be shipped from field to culture laboratories.
The associated transport delays lead to high rates of contami-
nation and false-negative culture, particularly in laboratories in

low-resource settings. Many gaps for the diagnosis and man-
agement of RR-TB patients still need to be addressed and the
DIAMA project (Diagnostics for multidrug-resistant tuberculo-
sis in Africa) aims to address some of them.
Methods The TB Supranational Reference Laboratory of Benin
leads a consortium of 11 partners involved in multiple-drug
resistant TB care in Africa. The DIAMA project will explore
the feasibility and accuracy of: i) diagnosing TB resistance to
first and second line drugs through novel molecular multiplex
assays developed by the company Genoscreen; ii) setting-up
alternative culture-free approaches for the monitoring of
patients’ response to rifamipcin-resistant treatment; iii) piloting
whether the implementation of software by Data2Care Tech-
nologies for real-time monitoring of molecular test results can
reduce delays between diagnosis and treatment of RR-TB
patients. This project is funded by EDCTP for a period of
five years.
Conclusion Together, these advances could dramatically
improve the currently dismal prognosis of multiple-drug resist-
ant TB in health systems in resource-poor settings. Through
this presentation, we will share the background information,
the design of this project and its progress.

PO 8381 REGULATING CLINICAL TRIALS DURING AN EBOLA
EMERGENCY: THE LIBERIAN EXPERIENCE

1Theophilus Ndorbor*, 1David Sumo, 1Juwe D Kercula, 2Ezekiel F Hallie. 1Liberia Medicines
and Health Products Regulatory Aurthority, Monrovia, Liberia; 2School of Pharmacy,
University of Liberia, Monrovia, Liberia

10.1136/bmjgh-2019-EDC.78

Background Effective clinical trials oversight is a major function
of a fully functional national medical products regulatory sys-
tem. However, exercising clinical trial oversight in a resource-
limited environment is challenging, in particular during an
Ebola outbreak or health emergency. Until the devastating Ebola
virus disease (EVD) outbreak in 2014, the Liberia Medicines
and Health Products Regulatory Authority (LMHRA) had no
capacity for effective clinical trial regulation. This presentation
describes the main challenges encountered by LMHRA in regu-
lating clinical trials in Liberia during the largest EVD outbreak
that affected West Africa in 2014 and 2015.
Methods By carefully documenting activities during the EVD
outbreak, interviewing key stakeholders, and discussions among
the LMHRA clinical trial committee, key challenges observed
during the outbreak were identified and documented.
Results Limited financial resources, lack of expertise in clinical
trials, inaccurate and insufficient information about the func-
tions of the LMHRA, poor coordination among key stakehold-
ers, and the lack of a well-developed regulatory framework,
adversely influenced the LMHRA clinical trial oversight per-
formance during the EVD outbreak.
Conclusion It is true that several challenges need to be
addressed when regulating a clinical trial in a limited-resource
environment during any disease outbreak or international med-
ical emergency. However, the importance of building local
expertise in clinical trials through mentorship and training
cannot be overemphasised. By taking advantage of grants from
developmental partners, national medicines regulatory author-
ities in resource-limited environments can develop capacity for
clinical research oversight.
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PO 8382 CLINICAL AND LABORATORY ASSESSMENT OF LOA
LOA INFECTIONS IN GABON

1Luzia Veletzky, 2Manego Rella Zoleko, 2Daniel Stelzl, 2Jennifer Hergeth, 2Lia B Dimessa
Mbaginga, 3Christine Budke, 1Johannes Mischlinger, 2Ghyslain Mombo-Ngoma,
2Ayola Akim Adegnika, 4Wolfram Metzger, 5Heimo Lagler, 4Peter G Kremsner,
4Benjamin Mordmüller, 1Michael Ramharter. 1Bernhard-Nocht-Institute for Tropical Medicine
and University Medical Center Hamburg-Eppendorf, Germany; 2Centre de Recherches
Médicales de Lambaréné, Libreville, Gabon; 3Texas AandM University, Bryan, Texas, USA;
4Institute for Tropical Medicine University of Tuebingen, Germany; 5Department of Medicine
I, Division of Infectious Diseases and Tropical Medicine, Medical University of Vienna,
Austria

10.1136/bmjgh-2019-EDC.79

Background Loiasis is a parasitic infection highly endemic in
West and Central Africa. Previously often considered as a
benign infection, recent studies have suggested that high
microfilaria loads in loiasis patients may be associated with
increased mortality. The true impact of loiasis on affected
communities is unknown. Reports on clinical symptoms and
changes in laboratory values due to loiasis infection are
focused mostly on returning travellers. Assessments in endemic
populations have scarcely been performed. Laboratory altera-
tions such as eosinophilia are thought to be present mostly in
patients from non-endemic areas.
Methods This cross-sectional study was performed in rural
Gabon to investigate the clinical symptoms and laboratory
changes caused by loiasis in an endemic population. Inclusion
criteria were local residency for at least two years and an age
above two years. Participants were interviewed with a ques-
tionnaire covering loiasis-specific symptoms, exploratory ques-
tions and history of eye worm. Local vocabulary was
employed if needed. At the same time L. loa microfilaria diag-
nostics were performed including thick blood smear prepara-
tion and concentration techniques. Additionally, differential
blood count and haemoglobin measurements were performed.
Peripheral blood withdrawals were done between 10 am and
3 pm.
Results A total of 1030 participants were recruited, of whom
56% were female; they were between 2 and 98 years of age.
L. loa microfilariae were detectable in 27% of all participants.
Microfilariae densities ranged from 1 to 76 250 Mf/mL. Over-
all a positive history of eye worm was reported in 56%, with
25% of participants reporting eye worm passage and 36%
Calabar swelling within the last year. Also, an analysis of labo-
ratory parameters in comparison to clinical data and infection
status was performed.
Conclusion Loiasis infection should receive more attention by
the scientific community and further studies are needed, as
the disease causes substantial morbidity in endemic
populations.

PO 8383 THE ROLE OF PLASMA B CELLS IN MYCOBACTERIUM
TUBERCULOSIS INFECTION AND DISEASE

Awa Gindeh*, Simon Donkor, Olumuyiwa Owolabi. Medical Research Council, Gambia
Unit, Serrekunda, The Gambia

10.1136/bmjgh-2019-EDC.80

Background Tuberculosis (TB) is still a major global health
problem with about one-quarter of the global population
infected with the causative pathogen, Mycobacterium tuberculo-
sis (Mtb). The role of T-cells in the adaptive immune response

against Mtb has been extensively studied with little information
on the role of B-cells. B-cells produce antibodies and differenti-
ate into plasma and memory B-cells. Plasmablasts are a subset
of plasma cells only present in the peripheral circulation fol-
lowing an ongoing infection or vaccination. Immunoglobulin
G (IgG) especially IgG2 mounts more efficient immune
response against bacterial infections, mainly attributed to the
high affinity of IgG2 binding to the Fcg receptor. Therefore,
we hypothesised that Mtb-specific IgG +plasmablasts may be a
useful biomarker of TB infection status.
Methods Ex-vivo B-cell enzyme-linked immunospot (ELISPOT)
was used to identify plasmablasts responses to Mtb-specific
antigens ESAT-6/CFP-10 (EC), together with non-specific Mtb
purified protein derivative (PPD) and a positive (total IgG)
and negative (media only) control from adults with active TB
pre- and post-treatment (n=20) or with latent TB infection
(LTBI; n=20) in The Gambia.
Results Frequencies of Mtb-specific plasmablasts were signifi-
cantly higher in active TB cases pre-treatment compared to
post-treatment (p<0.0001) and LTBI with no difference seen
following PPD stimulation. Interestingly, total IgG +cells were
lower in the cases at recruitment but increased following treat-
ment indicating the relative proportion of Mtb-specific responses
were also significantly different (p=0.034) prior to therapy.
Conclusion These data show that B-cell responses are differen-
tially modulated during active and latent TB infection, suggest-
ing that plasmablasts may be a useful biomarker for TB
infection in TB-endemic settings.

PO 8388 THE GLOBAL HEALTH TRAINING CENTRE PROFESSIONAL
DEVELOPMENT SCHEME: CAPACITY DEVELOPMENT
AND CAREER TRACKING FOR RESEARCHERS

Elizabeth Rapa. University of Oxford, UK

10.1136/bmjgh-2019-EDC.81

Background Health researchers need a free, online and reliable
mechanism to record their skill set, track their career develop-
ment, and identify gaps in their knowledge. Research teams
also require ways to monitor and report their team’s capacity
development over time. The Global Health Network, a trusted
and respected digital platform, is now able to provide research-
ers with these tools (www.globalhealthtrainingcentre.org/pds).
Methods The Global Health Network compared diverse data
types and took into account user feedback to create a profes-
sional development scheme (PDS). Together with TDR (The
Special Programme for Research and Training in Tropical Dis-
eases), a framework was developed with a list of the core
competencies that a research team needs to demonstrate to
carry out a study succesfully. A multi-functional dashboard
was designed for team coordinators to assess the capacity
development of individuals and groups.
Results The PDS provides researchers with a step by step
process for recording their career and core competencies. The
core competency framework can be applied to any research
study, regardless of size of the team, place, disease focus or
type of research. Team coordinators can quickly and easily
produce visual records of the strengths and weaknesses in the
competencies of their team and implement plans to address
these gaps. Together with supporting tools in the PDS,
research teams can plan staffing requirements for a study,
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carry out appraisals and guide the career development and
training programme of research staff.
Conclusion The Global Health Network has created a flexible
method and set of tools (PDS) to support researchers and
teams to document their professional career and core compe-
tencies. It enables individuals and groups to easily identify and
track capacity development; an essential requirement for con-
ducting effective health research.

PO 8392 SPUTUM MYCOBACTERIUM LOAD AND CYTOKINES
BIOMARKER OF STIMULATED WHOLE BLOOD CELLS IN
SPUTUM SMEAR-NEGATIVE PULMONARY
TUBERCULOSIS SUDANESE PATIENTS

Mona Omer. Institute of Endemic Diseases, University of Khartoum, Sudan

10.1136/bmjgh-2019-EDC.82

Background Improvement of the diagnosis of smear-negative
pulmonary tuberculosis (PTB) patients and identification of possi-
ble immune factors associated with the negative result of sputum
will enable early and accurate diagnosis of smear-negative PTB.
This study aimed to measure the Mycobacterium load in sputum
samples of smear-negative patients and identify cytokines markers
associated with smear-negative active pulmonary tuberculosis.
Methods Sputum and heparinised blood samples were col-
lected from 40 smear-negative, 40 smear-positive PTB patients
and 21 healthy controls. All sputum samples were analysed by
direct ZN stain and conventional PCR to confirm the infec-
tion and characterise the bacteria. The load of bacteria in spu-
tum samples was measured using real-time PCR. Blood
samples were stimulated with sonicated MTB H37Rv. TH1
(TNF-a, IFN-g , IL- 1b) and TH2 (IL-10) cytokines were
measured using ELISA technique.
Results Eight patients were grade 3+, 23 were grade 2+, 9
were grade 1+ and 40 were negative on smear. 87.5% of
smear-negative patients were positive by PCR. Smear-negative
PTB patients produced high concentration of IFN-g compared
with smear-positive. IL-10 and TNF-a concentration were sig-
nificantly lower in smear-negative compared with smear-posi-
tive. IL-1b was not significantly different between smear-
negatives and smear-positives. Both smear-negative and smear-
positive samples produced significantly high IL-10 and TNF-a
cytokine compared with the healthy controls, while IFN-g
production was significantly lower in MTB patients. A highly
significant correlation between MTB load and cytokines was
detected. The mean concentration of IFN-g was higher in
stimulated blood samples of patients with lower bacterial load.
In contrast, IL-10 and TNF-a concentration were higher in
patients with high bacterial load. The TNF-a and IL-1b were
good biomarkers for diagnosis of smear-negatives.
Conclusion Smear-negative PTB produced high TH1 cytokine
and low regulatory cytokine compared to smear-positive.

PO 8394 SOUTH-SOUTH AND NORTH-SOUTH CAPACITY
STRENGTHENING WITHIN THE SCREENTB CONSORTIUM:
WHAT HAVE WE LEARNT?

1Hazel Dockrell*, 2Claudia Schacht, 3Gerhard Walzl. 1London School of Hygiene and
Tropical Medicine, UK; 2LINQ management GmbH, Berlin, Germany; 3Stellenbosch
University, South Africa

10.1136/bmjgh-2019-EDC.83

Background Most research consortia and multicentre trials
include capacity strengthening as one of their objectives. Activ-
ities are included in annual reports but the overall success or
otherwise of these is hard to evaluate.
Methods The training and capacity building work package in
the EDCTP2-funded ScreenTB Consortium includes support
for the individual career development of young researchers.
We have made mentoring the central activity, building on
what we had learnt in the previous AE-TBC Consortium. We
carried out formal training sessions and provided dedicated
time-slots for meetings of mentee and mentor during annual
meetings. We also introduced the concept of personal develop-
ment plans through presentations and small group work.
Results Formal timetabled presentations and mentoring sessions
have helped make capacity strengthening work. Challenges
and solutions have been identified in group sessions and will
be presented. This has enabled us to evaluate what works well
and what is more challenging, when including capacity
strengthening activities within a consortium with 5 African
and 3 European partners.
Conclusion Dedicated time and commitment are required to
make capacity strengthening work, but when it does, mentor-
ing and personal development planning can provide both Afri-
can and European researchers with an impartial opportunity
to find solutions to their current challenges and to discuss
their longer-term goals.

PO 8397 VIRAL SUPPRESSION AMONG CAMEROONIAN ADULTS,
ADOLESCENTS AND CHILDREN RECEIVING
ANTIRETROVIRAL THERAPY IN THE ‘TEST & TREAT’ ERA

1Joseph Fokam*, 1Samuel M Sosso, 2Rina E Djubgang Mbadie, 1Yagai Bouba,
1Rachel Kamgaing Simo, 2Serge V Edimo, 1Alex D Nka, 1Tiga A Fokam, 1Junie F Yimga,
1Désiré A Takou Komego, 1Sylvie Moudourou, 2Marinette Ngo Nemb, 2Serge C Billong,
2Jean-Bosco Nfetam Elat, 3Vittorio Colizzi, 1Alexis Ndjolo. 1CIRCB: Chantal BIYA
International Reference Centre for research on HIV/AIDS prevention and management,
Yaounde, Cameroon; 2Central Technical Group, National AIDS Control Committee,
Yaounde, Cameroon; 3UNESCO BOARD of Biotechnology, University of Rome Tor Vergata,
Rome, Italy

10.1136/bmjgh-2019-EDC.84

Background Global efforts in meeting the 90–90–90 targets
reveal that 70% of infected people know their HIV status,
77% of these are receiving antiretroviral therapy (ART) and
82% of treated patients have viral suppression. Since launch-
ing the ‘test and treat’ strategy and wider access to drugs that
bring down the viral load (VL), evaluating viral suppression
would help to identify those requiring interventions and to
make progress towards meeting the targets in Cameroon.
Methods A study was conducted from October 2015 to
August 2017 amongst adults (�20 years), adolescents (10–19)
and children (0–9) at 12, 24, 36 and �48 months on ART,
monitored at the Chantal BIYA International Reference Centre
for research on HIV/AIDS prevention and management
(CIRCB) in Yaoundé, Cameroon. VL was established using
Abbott m2000RT-PCR. VS was defined as VL <1000 copies/
ml; with p<0,05 considered significant.
Results A total of 1979 patients (70% female) were enrolled
(1825 adults, 112 adolescents, 42 children); 1865 were on
first-line (NNRTI-based, duration: 48 [IQR 24–48] months)
vs. 114 on second-line (PI/r-based, duration: 48 [IQR 36–48]
months); with 19%(368) at Month2, 14%(274) at Month24,
10%(207) at Month36% and 54% (1130) at �Month48.
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Overall, viral suppression was 79.4%, and 64.3% had con-
trolled viral replication (VL <40). On first-line, viral suppres-
sion was 79.7% (1487) vs. 72.2%(83) on second-line
(p=0,076). By ART duration, viral suppression was 83.4%
(Month12), 85.8%(Month24), 74.9%(Month36) and 77.3%
(�Month48); p=0,0011. By age-range, viral suppression was
76.2% in children, 54.5% in adolescents, and 80.9% in adults
(p<0,0001). By age and ART-regimen, viral suppression on
first vs. second line was: children 76.5% vs. 60%; adolescents
51.7% vs. 65.2%; and adults 81.2% vs. 74.7%.
Conclusion About 80% of Cameroonian patients might be
experiencing viral suppression, with a declining performance
at adolescence and by 3 years of ART experience. Thus, meet-
ing the viral suppression target by 2020 requires a closer VL
monitoring strategy and an adapted adherence support mecha-
nism for adolescents living with HIV in resource-limited set-
tings sharing similar challenges.

PO 8408 DETECTION OF EXTENSIVELY DRUG-RESISTANT
TUBERCULOSIS AMONG MULTIDRUG-RESISTANT
MYCOBACTERIUM TUBERCULOSIS CLINICAL ISOLATES
IN BOTSWANA

1,2Tuelo Mogashoa*, 1,2Lucy Mupfumi, 2,3Thato Iketleng, 2Pinkie Melamu,
2Nametso Kelentse, 4Nicola Zetola, 5Margaret Mokomane, 5Letsibogo Letsibogo, 6Elizabeth
M Streicher, 6Serej Ley, 1Ishmael Kasvosve, 1,2,7Sikhulile Moyo, 6Robin Warren,
2,7Simani Gaseitsiwe. 1Department of Medical Laboratory Sciences, University of Botswana,
Gaborone, Botswana; 2Botswana Harvard AIDS Institute Partnership, Gaborone, Botswana;
3College of Health Sciences, School of Laboratory Medicine and Medical Sciences, University
of KwaZulu-Natal, Durban, South Africa; 4Botswana Upenn Partnership, Gaborone
Botswana; 5National Tuberculosis Reference Laboratory, Ministry of Health and Wellness,
Gaborone, Botswana; 6DST/NRF Centre of Excellence in Biomedical Tuberculosis Research/
South African Medical Research Council Centre for Tuberculosis Research, Division of
Molecular Biology and Human Genetics, Faculty of Medicine and Health Sciences,
Stellenbosch University, Cape Town, South Africa; 7Harvard T.H. Chan School of Public
Health, Boston, Massachusetts, USA

10.1136/bmjgh-2019-EDC.85

Background The emergence and transmission of multidrug-
resistant (MDR) and extensively drug-resistant (XDR) Myco-
bacterium tuberculosis (Mtb) strains is a serious threat to
tuberculosis control in Botswana. Early detection of drug-
resistant isolates is critical to ensure optimal treatment and
thereby improve treatment outcomes. The objective of this
study was to determine the extent of second-line drug resist-
ance among drug-resistant Mtb-isolates from Botswana.
Methods A total of 60 drug-resistant Mtb isolates received
at Botswana National Tuberculosis Reference Laboratory
between 2012 and 2013 were analysed. DNA was extracted
from BD Mycobacterial Growth Indicator Tubes (MGIT)
using GenoLyse DNA isolation kit (Hain Lifescience). Spoli-
gotyping was done using a commercially available spoligo-
typing kit (Isogen Life Science). The spoligotype patterns
were compared with existing patterns in the SITVIT2 Web
database. GenoType MTBDRs assay (Hain Lifescience) was
used for second-line drug susceptibility testing. Fisher’s
exact test was used to test for association between drug
resistance patterns and HIV status, lineage and geographical
location.
Results Seventeen distinct spoligotype patterns were detected
amongst the 60 drug-resistant isolates. The most

predominant lineages were Euro-American (58.3%), East
Asian (25%) and Indo-Oceanic (15%). Fifty (83.3%) were
MDR, 7 (11.7%) were resistant to fluoroquinolones (Pre-
XDR) whereas 3 (5%) were resistant to both fluoroquino-
lones and second-line injectable drugs (XDR). Drug resist-
ance profiles were significantly associated with Mtb lineage
(p<0.001). There was no association between drug resist-
ance profile and HIV status (p=0.057) and geographical
location (p=0.372).
Conclusion This study highlights the importance of including
second-line drug susceptibility testing in a testing algorithm in
Botswana. The detection of XDR isolates among MDR-TB iso-
lates highlights the ongoing evolution of resistance and the
need for strengthened treatment regimens to improve treat-
ment outcomes and to prevent the spread of these highly
resistant strains. Second-line testing will be essential if the
9 month MDR regimen is used in Botswana.

PO 8409 SERUM HYALURONIC ACID: A POTENTIAL
DIAGNOSTIC MARKER FOR SCHISTOSOMAL
PERIPORTAL FIBROSIS IN SCHISTOSOMA
MANSONI-ENDEMIC AREAS

1Filimon M Haile*, 2Elsa Hagos, 1Nega Berhe, 3Bjørn Myrvang, 4Svein G Gunderse. 1Aklilu
Lemma Institute of Pathobiology, Addis Ababa University, Addis Ababa, Ethiopia; 2Semera
University, Semera, Ethiopia; 3Institute for International Health, University of Oslo, Oslo,
Norway; 4Sorlandet Hospital HF and Agder University College, Kristiansand, Norway

10.1136/bmjgh-2019-EDC.86

Background Schistosoma mansoni-induced infection is one of
the most prevalent infections worldwide with serious public
health and economic impact. Morbidity and mortality associ-
ated with S. mansoni is mainly the result of periportal fibrosis
(PPF) which can be diagnosed using ultrasonography. As ultra-
sound equipment is not readily available in S. mansoni-
endemic areas, serum markers like hyaluronic acid (HA) have
been used as an alternative means of diagnosing PPF.
Methods A cross-sectional study was conducted with the aim
of determining the importance of serum HA as a marker for
schistosomal PPF in in 55 patients found in S. mansoni-
endemic areas in northeastern Ethiopia and 20 non-endemic
controls. PPF was determined using portable ultrasound equip-
ment and graded according to the ‘Niamey protocol’. Serum
HA concentration was determined using commercially available
ELISA kit.
Results The mean concentration of HA in the sera of the
cases was significantly higher than the controls (p<0.001).
The concentration of HA also increased significantly as the
pattern of PPF became severe while serum HA concentration
positively correlated with PPF scores (�=0.6438, p<0.001).
HA concentration of 27.9 mg/liter of serum differentiated
moderate cases of PPF from advanced cases with a sensitivity,
specificity, positive predictive value and negative predictive
value of 85.71%, 75.61%, 60.5%, 93.9%, respectively
(p<0.001). In conclusion, serum HA concentrations could be
used as a potential marker for schistosomal PPF and to assess
its severity in patients found in S. mansoni-endemic areas.
Conclusion Based on our results, serum HA concentrations
could be used as an alternative, non-invasive potential marker
for schistosomal PPF and to assess its severity in patients
found in S. mansoni-endemic areas.
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PO 8411 MOLECULAR CHARACTERISATION OF GP41 AND GP120
V3 LOOP IN HIV-1C PATIENTS FAILING SALVAGE
THERAPY IN BOTSWANA

1Nokuthula S Ndlovu*, 2Kaelo Seatla. 1Midlands State University, Gweru, Zimbabwe,
Botswana Harvard Partnership; 2Botswana Harvard Partnership, University of Botswana,
Gaborone, Botswana

10.1136/bmjgh-2019-EDC.87

Background Triple class drug-resistant HIV-1 infection remains
a global challenge in individuals with extensive antiretroviral
treatment (ART) experience, in terms of high mortality and
probability of onward transmission. New therapeutic options
within old and new drug classes are therefore essential. We
determined if patients failing salvage therapy in Botswana are
eligible for maraviroc (MVC) and enfuvirtide (T20) viral entry
inhibitors based on the coreceptor usage and drug-resistant
mutations in envelope gp120 and gp41.
Methods A total of 38 deep salvage patients were included in
the analysis. We amplified and sequenced gp41 and V3
regions of HIV-1 envelope. Drug resistance mutations were
analysed according to the IAS-USA 2017 reference mutation
lists. Coreceptor usage was determined using PSSM and Gen-
o2Pheno using a false-positive rate (FPR) of 10%.
Results Among 38 participants, 34 (89%) were successfully
sequenced and amplified gp41 and 26 (68%) gp120 V3 loop
sequences were obtained. Major T20 mutation G36S was
obtained in 1/34 samples (5.8%) within the study population.
Polymorphisms I169V(97%), I135L(100%), E151A(70.6%) and
N42S(70.6%) were detected in HR1 and HR2 of gp41.
CXCR4 coreceptor associated use, mutation L34M in gp41
HR1 was detected in 2 samples (5%). Analysis of coreceptor
usage showed (17/26) 65.4% use of CCR5, and a (9/26)
34.6% use of the CXCR4 coreceptor.
Conclusion A moderately high proportion of treatment-experi-
enced (deep salvage) participants had CXCR4 coreceptor using
strains. The use of maraviroc in Botswana would require core-
ceptor tropism testing. Non-T20 treatment experience in Bot-
swana reduces the prevalence of the major mutations that
confer resistance to the drug. T20 is therefore a potential
alternative drug for patients failing salvage therapy in
Botswana.

PO 8414 EVALUATION OF MYCOBACTERIUM TUBERCULOSIS
COMPLEX (MTBC) CULTURE METHODS IN
MYCOBACTERIUM AFRICANUM-ENDEMIC REGION
OF WEST AFRICA

1Alieu K Faburay*, 1Francis S Mendy, 1Sarjo A Gibba, 1Modou Lamin, 1Basil Sambou,
1Alieu Mendy, 1Tutty I Faal-Jawara, 2Florian Gehre, 1Jayne Sutherland, 1Beate Kampmann,
1Ousman Secka. 1Medical Research Council Unit The Gambia at LSHTM, The Gambia;
2Bernhard-Nocht-Institute for Tropical Medicine, Hamburg, Germany

10.1136/bmjgh-2019-EDC.88

Background With the endemic Mycobacterium africanum
(Maf), West African laboratories use glycerol and pyruvate in
separate LJ cultures (LJG and LJP) for isolation of MTBC.
The aim of this work is to evaluate if combining both glyc-
erol and pyruvate in a single LJ medium (LJGP) will lead to
comparable growth characteristics and time to detection in
comparison to LJG, LJP and MGIT 960.
Method Total of 118 smear-positive sputum samples were
processed using 4% NaOH-NALC decontamination method.

The decontaminated samples were inoculated parallel on LJG,
LGP, MGIT 960 and LJGP. Positive cultures were confirmed
using Ziehl-Neelsen staining method. MTBC identification was
done using the Capilia TBNeo kit and spoligotyping used for
speciation.
Results The recovery rate for LJG, LJP, LJPG and MGIT was
found to be 73.7% (87/118), 82.2% (96/118), 83.9% (99/118)
and 93.2% (110/118) respectively. No significant agreement was
observed between the LJPG and MGIT 960 with Kappa values
of �0.105 (p-value=0.199). However, there was significant
agreement between LJGP and LJG and LJP with Kappa value
of 0736 (p-value<0.001) and 0.756 (p-value<0.001), respec-
tively. There were 70 Euro-American, 34 Maf, 9 East-Asian,
2 Indo-Oceanic, 2 East-African-Indian and 1 M. Bovis. LJGP
have better Maf recovery rate, 85.3% (29/34) in comparison to
MGIT 960, 79.4% (27/34), LJP, 76.5% (26/34) and LJG,
61.8% (21/34). Seven of the 8 MGIT negatives that were
LJPG positive were M. africanum and 1 M. bovis.
Conclusion LJPG has a better detection rate and time to posi-
tivity compared to LJG and LJP and was shown to have a
better Maf recovery than other LJ methods and MGIT 960.
It is evident that LJGP is a promising culture tool for Maf-
endemic West African countries that will not only increase
MTBC recovery rate in combination with MGIT, but also
leads to better detection of Maf.

PO 8417 RISING TRENDS IN TB MORTALITY AMID DECLINE IN
CASES NOTIFIED IN A RURAL COUNTY IN KENYA:
COHORT STUDY

2Moses Ngari*, 1Osman Abdullahi, 3Deche Sanga, 4Geoffrey Katana, 1Annie Willetts.
1Pwani University, Department of Public Health, Kilifi, Kenya; 2KEMRI Wellcome Trust
Research Programme, Kilifi; 3Kilifi County TB Control Programme, Kilifi, Kenya; 4Kilifi County
Department of Public Health, Kilifi, Kenya

10.1136/bmjgh-2019-EDC.89

Background Despite introduction of rapid and accurate diag-
nostic tools and aggressive treatment for tuberculosis (TB), it
is still a global health problem. In 2016, globally, 1.7 million
people died of TB, 95% from resource-poor countries. This
study aimed to estimate changing trends in all-cause mortality
rate and identify features associated with mortality among sus-
pected TB patients on treatment.
Methods A cohort study of patients registered in a TB surveil-
lance system from 2012 to 2016 and followed up for six
months during TB treatment. The outcome was all-cause mor-
tality within six months of TB treatment. The exposures
examined were demographic and clinical features at the time
of starting TB treatment.
Results A total of 10,717 participants, median (IQR) age 33
(24–45) years, of which 3163 (30%) were HIV-infected were
included in the analyses. During follow-up of 5175.5 person-
years (PY), 585/10,717 (5.5%) participants died; mortality rate
was 12.2 (95% CI 11.3,13.3) deaths per 100PY. The yearly
mortality rate increased from 7.79 (95% CI 6.35, 9.54) in
2012 to 17.73 (95% CI 14.93, 21.06) in 2016 per 100PY
(Ptrend <0.001) but the number of suspected-TB notifications
declined from 2610 (24%) in 2012 to 1689 (16%) in 2016
(Ptrend=0.02). 77% of all deaths occurred by month three.
Mortality among HIV-infected participants was higher (325/
3163; 10.3%) than among HIV-non-infected participants (251/
7413; 3.4%; p<0.001). Old age, being a female, type of TB
diagnosis used, body mass index (BMI) <18.5, HIV status and

Abstracts

A34 BMJGH 2019;4(Suppl 3):A1–A68



year of diagnosis were associated with mortality in the multi-
variate regression model.
Conclusion This large population level TB study identifies an
alarming trend of patients dying within months of starting
treatment. These early deaths could be due to late diagnosis
and multidrug-resistance. The study warrants further investiga-
tion to go beyond already established indicators which
remained constant (including HIV co-infection), to explore
host, disease or health system related factors that may explain
the observed trend.

PO 8418 NEW MALARIA EPIDEMIOLOGY IN COASTAL LAGOON
OF BENIN: PLASMODIUM INFECTION IN ANOPHELES
MELAS

Claudiane Adigbonon*, Benoît S Assogba, Luc S Djogbenou. University of Abomey-Calavi,
Cotonou, Benin

10.1136/bmjgh-2019-EDC.90

Introduction Malaria is a worldwide disease affecting many
people particularly in the tropical and sub-tropical areas. It is
caused by Plasmodium parasites and essentially transmitted by
female mosquitoes belonging to the Anopheles genus. Our
understanding of the infectivity of these vectors to Plasmo-
dium is necessary to design sustainable strategies for their con-
trol. This aspect remains unknown in the coastal and lagoon
area of Benin where Anopheles melas and Anopheles coluzzii
are sympatric. This study aims to investigate the infectivity of
these two vectors to Plasmodium to understand their role in
malaria transmission in southern Benin.
Methods Insecticide spray catch technique was used to collect
females in 80 houses randomly selected in our study site.
Three hundred and twenty (320) females were identified using
PCR–species technique, Plasmodium infection was determined
by the TaqMan method during the dry season. This assay
detects all four malaria-causing species and discriminates Plas-
modium falciparum from Plasmodium ovale, Plasmodium
vivax and Plasmodium malariae (OVM).
Results During the dry season, the sporozoïte rates were 0.2%
and 0.3% for Anopheles melas and Anopheles coluzzii, respec-
tively. However, we observed that positivity to the OVM (one
of Plasmodium ovale, Plasmodium vivax and Plasmodium
malariae species) was significantly higher in Anopheles melas
(95%) than in Anopheles coluzzii (33.33%) (Chi-sq=15 857,
df=1, p<0.001). These results indicated that Anopheles melas
is more infected by one of the species Plasmodium ovale, Pla-
modium vivax and Plasmodium malariae than by Plasmodium
falciparum, contrarily to Anopheles coluzzii.
Conclusion These findings reinforce the debate on the role of
Anopheles melas in malaria transmission in coastal lagoon
areas of Benin.

PO 8419 SPATIO-TEMPORAL MAPPING OF ASYMPTOMATIC AND
CLINICAL MALARIA INFECTIONS REVEALS FOCI OF
MALARIA TRANSMISSION FOR TARGETED CONTROL
INTERVENTIONS

1Makhtar Niang*, 2Cheikh Talla, 3Nafissatou Diagne, 4Fatoutama Diene-Sarr,
3Cheikh Sokhna. 1Immunology Unit, Institut Pasteur de Dakar, Senegal; 2Epidemiology Unit,
Institut Pasteur of Dakar, Senegal; 3Institute for Research and Development, Dakar, Senegal;
4Epidemiology Unit, Institut Pasteur de Dakar, Senegal

10.1136/bmjgh-2019-EDC.91

Background The global decline of malaria incidence over the
past decade has led to the thought that elimination could be
achieved. This has resulted in an increased interest to design
strategies to target the hidden reservoir of asymptomatic infec-
tions among populations and interrupt on-going residual local
malaria transmission. This study explored the reservoir of
asymptomatic Plasmodium infections and its relationship with
subsequent clinical malaria infections in low-transmission areas
in Senegal.
Methods Cross-sectional surveys were carried out in 2013,
2014, 2015, and 2016 and combined with longitudinal fol-
low-up to determine and geolocalise both asymptomatic and
clinical malaria episodes in Dielmo and Ndiop, Senegal. The
prevalence of asymptomatic Plasmodium carriage in the com-
munity was investigated by real-time PCR while clinical
malaria attacks were identified at health facilities during the
transmission season. All households were georeferenced to spa-
tially map asymptomatic and clinical infections.
Results The study revealed substantial asymptomatic infections
with average parasite carriage of 8.11% and 7% in Dielmo
and Ndiop, respectively. P. falciparum accounted for most
asymptomatic infections (more than 90%). In Dielmo, 95% of
asymptomatic infections clustered within the same geographical
areas while infections were disparate in Ndiop. Preliminary
fine-scale mapping of asymptomatic and clinical malaria infec-
tions identified clusters of higher malaria incidence interpreted
as foci of transmission across the four-year study period with
95%–98% of clinical infections occurring in households where
an asymptomatic malaria infection existed.
Conclusion This study revealed substantial asymptomatic Plas-
modium infections in both settings throughout the four-year
study period and spatial clusters of malaria infections at the
microepidemiological level. Together, these findings could offer
a feasible approach for a rational targeting of malaria control
interventions to achieve elimination.

PO 8421 LITERATURE REVIEW OF BIOMARKERS FOR HUMAN
AFRICAN TRYPANOSOMIASIS POST-TREATMENT
FOLLOW-UP

1Lukusa Ngay*, 2Veerle Lejon, 1Mumba Ngoyi. 1Institut National de Recherche Biomedicale
(INRB), Kinshasa, Democratic Republic of the Congo; 2Institut de Recherche pour le
developpement (IRD)/Montpellier, France

10.1136/bmjgh-2019-EDC.92

Introduction Human African trypanosomiasis (HAT) is caused
by Trypanosoma brucei gambiense and rhodesiense and is
transmitted to humans by tsetse flies in sub-Saharan Africa. To
detect cure or treatment failure, patients are followed up after
treatment integrating the use of biomarkers in blood or cere-
brospinal fluid (CSF).
Methods A systematic review of the literature according to the
PRISMA Statement for Reporting Systematic Reviews was
done, focusing on biological markers for HAT post-treatment
follow-up. Articles were retrieved from PubMed (https://www.
ncbi.nlm.nih.gov/pubmed/) by using keywords: Human African
Trypanosomiasis, Biomarkers, Follow up, Post treatment.
Results A panel of biomarkers is used to detect relapses or to
confirm recovery. For post-treatment follow-up, an examination
of the CSF is performed. White blood cell counts in CSF with
a defined cut-off value have been proven to be the most accu-
rate to assess the treatment outcome. The intrathecal immuno-
globulin M synthesis is a specific and sensitive parameter for
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the detection of CNS involvement in cases of HAT caused by
T. brucei gambiense. The decrease of trypanosome-specific anti-
bodies concentrations in CSF could be a good parameter for
definite cure. High CSF IL-10 levels during treatment follow-
up indicate recurring CNS inflammation and treatment failure.
An increase of Neopterin in CSF and the presence of trypano-
some spliced leader RNA in the blood have a high potential as
predictors for treatment failure but need further validation.
Conclusion New biomarkers for post-treatment follow-up in
HAT should 1) have high diagnostic specificity and sensitivity;
2) be applicable in field conditions; 3) preferentially be per-
formed on blood and thus avoid the painful lumbar puncture
during post-treatment control visits; and 4) shorten the fol-
low-up period.

PO 8425 THE DIAGNOSTIC AND PROGNOSTIC VALUE OF NEW
URINE-BASED LEISHMANIA ANTIGEN DETECTION TESTS

Salah Boshara. Institute of Endemic Diseases, University of Khartoum, Sudan

10.1136/bmjgh-2019-EDC.93

Background Visceral leishmaniasis (VL) also known as kala-azar,
is a protozoan infection caused by the L. donovani complex and
transmitted by sandflies. Early detection of leishmaniasis is critical
in management of patients and for successful control and elimi-
nation of the disease. Definitive diagnosis of visceral leishmaniasis
is by parasitological demonstration of parasites in splenic, lymph
node or bone marrow aspirates, which are collected using inva-
sive methods that are unsuitable in the field. This study aimed
to evaluate new less invasive urine-based ELISA and rapid diag-
nostic test (RDT) assays for diagnosis of VL.
Methods The newly developed urine ELISA test was evaluated
using archived and fresh urine samples collected from parasi-
tologically confirmed VL patients and non-VL cases. Lateral
flow assay (LFA) using the ELISA reagents were conducted for
day0 samples. Serological tests (DAT, rk28 ICT) were con-
ducted for every patient in the study.
Results In 198 patients with suspected VL, urine rapid test
had a sensitivity of 72.2% and exhibited a specificity of
93.42%. Leishmania antigen ELISA had a sensitivity of
83.33% and a specificity of 95.05%. All VL-confirmed cases
were followed up during the treatment period, the Leishmania
antigen ELISA became negative 2 months after completion of
treatment in most patients.
Conclusion Urine lateral flow assay is a simple addition to the
diagnostics of VL particularly at field level and as a comple-
mentary test for the diagnosis of VL in smear-negative cases.
Further enhancement of the test will define its performance in
monitoring treatment. Further studies are recommended to
evaluate the performance of both tests in the diagnosis of
HIV-co-infected cases.

PO 8426 DELIVERY OF POST-DISCHARGE MALARIA
CHEMOPREVENTION (PMC) WITH
DIHYDROARTEMESININ-PIPERAQUINE FOR
MANAGEMENT OF CHILDREN WITH SEVERE ANAEMIA
IN MALAWI

1Thandile Gondwe, 2Bjarne Robberstad, 1Mavuto Mukaka, 2Bjorn Blomberg, 1Kamija Phiri.
1University of Malawi, Zomba, Malawi; 2University of Bergen, Norway

10.1136/bmjgh-2019-EDC.94

Background Children hospitalised with severe anaemia in
Africa are at high risk of readmission or death within 6
months after discharge. No strategy addresses this post-dis-
charge period. In Malawi, 3 months of post-discharge malaria
chemoprevention (PMC) with monthly 3 day courses of arte-
mether-lumefantrine (AL) in children with severe malarial
anaemia prevented 31% of deaths and readmissions. There is
now a need to design and evaluate an effective delivery strat-
egy for PMC.
Methods This is a cluster-randomised trial whose primary
objective is to determine the optimum PMC delivery strategy
by comparing community versus health facility-based strategies
with the aim to inform policy. Convalescent children under 5
years old, weighing >5 kg, admitted with severe anaemia and
clinically stable are included. All children received dihydroarte-
misinin-piperaquine 2, 6 and 10 weeks after discharge, either:
1) at discharge with SMS reminder; 2) at discharge without
an SMS reminder; 3) at discharge and community health
worker reminder; 4) at the hospital with an SMS reminder;
or 5) at the hospital without an SMS reminder. The primary
outcome measure is uptake of courses of PMC drugs. Chil-
dren will be followed up for 15 weeks. The sample size is 75
children per arm (375 total).
Results The study has nearly completed enrollment and pre-
liminary data analysis is in progress. We expect to identify the
most effective, cost-effective, acceptable and feasible strategy
for delivering intermittent preventive therapy post-discharge
for management of severe anaemia in under-five children.
Conclusion The findings of this study will be presented; they
address the knowledge gap regarding the potentially prevent-
able component of the burden that occurs after discharge
from hospital, and inform the optimal delivery strategy for
PMC.

PO 8430 A GEOSPATIAL APPROACH TO PREDICTING DIARRHEA
PREVALENCE IN NIGERIA

Oluwasegun Adetunde. Department of Geography and Environmental Management,
University of Ilorin, Nigeria

10.1136/bmjgh-2019-EDC.95

Background Nigeria ranks second globally only behind India
in under-five mortality prevalence. In Nigeria, 108.8 children
die per 1000 live births before their 5th birthday. It is of
note that diarrhoea (15.3% prevalence) is the second leading
cause of under-five mortality in Nigeria after pneumonia. Gen-
eral poor hygiene and nutritional status are contributory fac-
tors to diarrhea.
Methods Data was collected for severe acute malnutrition
(SAM) using the weight for height z-value (WHZ) and/or
oedema criteria. In addition, data on diarrhoea prevalence,
oral rehydration salt therapy (ORST), improved source of
drinking water and improved sanitation were collected. These
were obtained for 36 states and federal capital territory (FCT)
from the National Bureau of Statistics headquarters in FCT,
Abuja for 2015. Correlation analysis was first carried out to
determine relationships followed by geographically weighted
regression analysis (GWR). GWR was used to predict under-
five mortality pattern and accuracy mapped.
Results Observed correlation coefficients to diarrhoea preva-
lence were 0.59,–0.49, �0.35 and �0.63 for SAM, ORST,
improved drinking water access, and improved sanitation,
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respectively. R2 varied across states, though positive, from
0.29 in Akwa Ibom to 0.95 in Kebbi states. Standard devia-
tion of residuals in the regression model ranged from �3.89
to 3.33 in Borno and Gombe states respectively, while Sokoto
and Bauchi had 0.006 and 0.024 respectively, thus having the
best accuracy in predictions across all states in the country.
Both correlation and GWR were at p<0.05.
Conclusion The results obtained support literature, confirming
the inverse relationship between ORST prevalence, improved
drinking water access and improved sanitation to diarrhea prev-
alence. It also supports the already confirmed positive relation-
ship between poor nutrition of children and susceptibility to
diarrhoea. The study however expanded knowledge by incorpo-
rating geocomputation to predict diarrhoea prevalence.

PO 8438 KNOWLEDGE, ATTITUDE AND PERCEPTIONS ON
ADVERSE DRUG EVENTS REPORTING AMONG PATIENTS
AND HEALTHCARE PROVIDERS IN RURAL UGANDA

2Helen Ndagije, 2Victoria Nambasa, 1Dan Kajungu. 1Makerere University Centre for Health
and Population Research-Iganga Mayuge HDSS, Kampala, Uganda; 2National Drug
Authority, Kampala, Uganda

10.1136/bmjgh-2019-EDC.96

Background Drug regulatory authorities promote patient safety
by, among other ways, monitoring adverse drug events
(ADEs). Reporting of ADEs in Uganda is below the average
for a well-performing system. Enhancing patients’ understand-
ing of and involving them in reporting ADEs improves drug
safety and treatment outcome monitoring. The objective of
this study was to describe the knowledge, attitude, and prac-
tice of patients and healthcare workers regarding ADEs and
ADEs reporting.
Methods A cross-sectional survey was carried out among 1034
respondents from randomly selected households and 327
health workers at health facilities in the Iganga Mayuge
Health and Demographic Surveillance Site (IMHDSS). The
IMHDSS, located in Uganda, covers 90,000 people living in
17,000 households.
Results Over half of respondents (59%) sought treatment from
private drug shops, 37% from either clinic, health center or
hospital, while 4% sought treatment from herbalists, friends
or relatives. Over half (56%) were aware of ADEs, 57%
expressed willingness to report an ADE while 43% did not
know what to do when it occurs. Almost half (46%) could
not differentiate between an ADE and the symptoms, and for
those who could, the majority (76%) were willing to report
it. Only 34% had ever reported an ADE when it occurred to
them. Of those who reported, 43% had their drugs changed,
31% were only counseled while 11.5% continued taking the
same medication. Among healthcare workers, 95% knew about
ADEs, but only 35% had ever reported. Reasons for not
reporting were: fear of being victimised or sued (35%); lack
of adequate knowledge about ADE (26%); 20% thought it
would disappear shortly; and 14% did not find it necessary to
report.
Conclusion Patients seek their treatment from private pro-
viders. Patients want to report ADEs, but they do not have
adequate knowledge. Healthcare workers’ reasons for not
reporting are subjective. Dedicated pharmacovigilance-related
interventions at community level would improve community
members’ knowledge and hence ADE reporting rate.

PO 8439 EFFECT OF PLASMODIUM FALCIPARUM EXPOSURE ON
HUMAN URINARY METABOLOMICS PROFILING

1Madeleine E Betouke Ongwe*, 2Aswin Verhoeven, 1Akim Ayola Adegnika,
2Maria Yazdanbakhsh, 2Oleg Mayboroda. 1Centre de recherche médicale de Lambarene,
Libreville, Gabon; 2Leiden University Medical Center, Netherlands

10.1136/bmjgh-2019-EDC.97

Background Immunity against malaria infection is being
studied extensively but the underlying mechanisms of protec-
tion remain not fully understood. Metabolomics is a post-
genomic technology enabling a minimally invasive monitoring
of the physiological responses to external and internal stimuli.
Here, we present a longitudinal study of the urinary metabolic
profiles of healthy individuals before and after intravenous
administration of P. falciparum sporozoïtes, aiming at deci-
phering the metabolic changes observed during malaria
infection.
Methods Twenty (20) healthy Gabonese and 5 Europeans were
voluntary challenged by live P. falciparum sporozoïtes (3200
PfSPZ) and followed up until they developed symptoms and
became thick blood smear-positive. Urine samples were col-
lected before and after challenge at several time points until
treatment. Samples were analysed in an untargeted approach
using state-of-the-art analytical platforms, namely hydrophilic
interaction chromatography-mass spectrometry (HILIC-MS)
and nuclear magnetic resonance (NMR) spectroscopy. A com-
bination of the multivariate and univariate data analysis
approaches was used for dissecting the metabolic effects of a
host response to the infection.
Results Unlike the Europeans participants, a part of the
Gabonese volunteers did not become parasitaemic. Unsuper-
vised data analysis shows sample discrimination between Euro-
peans and Gabonese at baseline, before and after challenge
and between Gabonese who controlled their parasitaemia and
those who did not.
Conclusion This metabolomics study highlighted the differen-
ces in the urinary metabolite profiles during P. falciparum
infection. These differences observed between parasitaemic and
non-parasitaemic Gabonese after challenge with P. falciparum,
may suggest an underlying metabolic mechanism of protection
against malaria infection which we will investigate in detail.

PO 8441 EXPERIMENTAL COMPARISON OF SENSITIVITY OF LAMP
AND REAL-TIME PCR

1Jacques Kaboré*, 2Hamidou Ilboudo, 1Charlie FA Compaoré, 2Oumou Camara,
1Mohamed Bamba, 1Hassane Sakandé, 2Mamadou Camara, 2Bruno Bucheton,
3Dramane Kaba, 3Vincent Jamonneau, 4Stijn Deborggraeve, 5Veerle Lejon. 1Centre
International de Recherche-Développement sur l’Elevage en zone Subhumide, Bobo-
Dioulasso, Burkina Faso; 2Programme National de Lutte contre la THA, Guinea; 3Institut
Pierre Richet, Bouajem, Côte d’Ivoire; 4Institut de Médecine Tropicale, Antwerp, Belgium;
5Institut de Recherche pour le Developpement, Marseille, France

10.1136/bmjgh-2019-EDC.98

Background Human African trypanosomiasis, or sleeping sick-
ness, remains a serious problem in tropical Africa. Timely
diagnosis of this disease requires systematic population screen-
ing, particularly for Trypanosoma brucei gambiense, which has
a long asymptomatic period.

The lack of sensitivity and specificity of conventional diag-
nostic tests has led in recent years to the use of molecular
tools. Amplification of parasite-specific DNA sequences
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significantly improved diagnosis of infection. However, these
molecular tools still have some limitations especially in the
case of low parasitaemia. Furthermore, research is still needed
to make molecular detection a real control tool for the fight
against sleeping sickness. The purpose of this study is to
determine the threshold of sensitivity of real-time PCR using
the 18S and TgsGp primers and of the LAMP technique,
applied in the DiTECT-HAT project as molecular reference
tests.
Methods We used serial dilutions containing 0, 1, 10, 100,
103, 104, 105, 106 parasites per ml of blood. Samples were
extracted, and DNA was amplified.
Results The analytical sensitivity of the 18S real-time PCR
with the Taqman probe of the filter paper samples is 100 par-
asites/ml and that of the TgsGp real-time PCR with the Taq-
man probe of filter paper samples is 104 parasites/ml. For
Lamp technique, the analytical sensitivity is 103 parasites/ml.
Conclusion This study shows that a ‘negative PCR’ would not
mean ‘no parasite’. It suggests that DNA detection techniques
should still be improved.

PO 8444 CHARACTERISATION OF PATHOGENS CAUSING
DIARRHOEA IN CHILDREN UNDER FIVE IN LAMBARÉNÉ,
GABON

1,2Gédéon P Manouana*, 1,3Gedeon Bingoulou Matsougou, 4Natalie Byrne,
5Philipp Hofmann, 1mirabeau Mbong Ngwese, 1Pau A Nguema Moure, 1Jeannot
Fréjus Zinsou, 1Jean Claude Dejon Agobe, 1Bayode R Adegbite, 1Jean R Edoa, 1Yabo J
Honkpehedji, 1Matthew B.B. Mccall, 1Abraham S Alabi, 6,7Daniel Eibach, 1,2Peter G
Kremsner, 2Steffen Borrmann, 1,2Ayola A Adegnika. 1Centre de Recherches Médicales de
Lambaréné, Lambaréné, Gabon; 2Institut für Tropenmedizin, Universität Tübingen,
Tübingen, Germany; 3Faculté de médecine, Université des Sciences de la Santé, Libreville,
Gabon; 4Faculty of Medicine, Universität Tübingen, Germany; 5Charité-Universitätmedizin
Berlin, Germany; 6Bernhard Nocht Institute for Tropical Medicine; 7German Center for
Infection Research, Hamburg-Borstel-Lübeck, Germany

10.1136/bmjgh-2019-EDC.99

Background Diarrhoeal disease remains the second leading
cause of death in children under five years, being associated
with about 525,000 deaths every year. The most common
pathogens worldwide are Shigella spp/EIEC, rotavirus, adenovi-
rus 40/41, ST-ETEC and Cryptosporidium spp. Public health
interventions rely on estimates of pathogen-specific burden for
prioritisation. Sadly, comprehensive data on the aetiology of
diarrhoea in children is lacking for Gabon. This study aimed
to identify the spectrum of pathogens found in Lambaréné,
Gabon and provide baseline data on their prevalence, needed
for implementation of effective control measures.
Methods A cross-sectional study was conducted at Albert
Schweitzer and Georges Rawiri Regional hospitals in Lambar-
éné from February 2017 to February 2018. A consecutive
sample of children under 5 year old with diarrhoea or a his-
tory of diarrhoea within the previous three days were pro-
spectively studied. A single stool sample was collected from
each study participant and processed using commercial rapid
immunoassays to detect antigens of rotavirus, adenovirus, and
Cryptosporidium spp. Multiplex PCR was used for Crypto-
sporidium spp., Giardia lamblia and Cyclospora cayetanensis
detection, and characterisation of E. coli strains.
Results Out of 188 participants who provided stool samples,
one or more pathogens could be detected in 34.6% of the
cases. The most prevalent parasites were Giardia lamblia
(14.9%), Cryptosporidium spp. (11.7%), and Cyclospora

cayetanensis (2.7%). Enteric viruses also were identified in
these children: 10.6% and 1.6% of rotavirus and adenovirus,
respectively. Multiple pathogens were detected in 5.3% of
samples.
Conclusion This analysis of the causes of diarrhoea in children
under 5 years of age in our setting showed three main patho-
gens: Giardia lamblia, Cryptosporidium spp. and rotavirus.
Our study confirms major agents of acute diarrhoeal diseases
in children, highlights research needs (Cryptosporidium) and
supports the introduction of new tools such as the implemen-
tation of the rotavirus vaccine in the national immunisation
programme.

PO 8446 COLLABORATIVE TUBERCULOSIS RESEARCH AGENDA AT
KEMRI CENTER FOR GLOBAL HEALTH RESEARCH,
KISUMU, KENYA

1Steve Wandiga, 1Janet Agaya, 1Ouma S Gurrion, 1Ochieng Albert Okumu, 2Grace Kiringa,
3Juliana Otieno, 4Geoffrey Mwai, 2Videlis Nduba, 1Stephen Munga. 1Kenya Medical
Research Institute – Center for Global Health Research, Kisumu, Kenya; 2Kenya Medical
Research Institute – Center for Respiratory Diseases Research, Nairobi, Kenya; 3Jaramogi
Oginga Odinga Teaching and Referral Hospital, Kisumu, Kenya; 4Siaya County Referral
Hospital, Siaya, Kenya

10.1136/bmjgh-2019-EDC.100

Background Developing countries grapple with inadequate
funding amidst high burden of diseases. Africa is home to 9
of the 22 countries with a high tuberculosis (TB) burden and
to 29 of the 41 countries with a high TB-HIV burden. Kenya
is among the high TB and high TB-HIV burden countries.
The Western Kenya region has the highest burden of TB and
HIV. North-South partnerships are pivotal in ameliorating
funding gaps in clinical research.
Methods While optimising existing infrastructure and organis-
ing programme support (i.e sensitisation and awareness crea-
tion, leading to study participant recruitment), from 2005 to
date we conducted with multiple North-South collaborators
capacity strengthening, TB prevalence survey, observational
studies, operational research, and vaccine and drug trials.
Results TB prevalence survey showed 600 cases per 100,000
population, TB epidemiological studies among adolescents and
infants yielded 680 and 900/100,000 population respectively
while 2 TB vaccine trials among infants and adults were con-
ducted in Siaya. Three TB drug trials and a TB patient obser-
vational cum bio-bank study were concluded in Kisumu.
KEMRI TB laboratory was upgraded from BSL2 to BSL3, was
ISO-accredited in 2013, renewed in 2015 and 2017 and sup-
ports TB programme health facilities with retreatment speci-
mens, supervision and mentorship. Over 25 operational TB
studies grouped into community and case detection (increasing
case detection), diagnostic and molecular (new diagnostic
methods) and epidemiology studies (testing and monitoring
cohorts for epidemiological questions) were implemented. Five
PhDs, 9 Master’s, 2 Postgraduate Diplomas, 6 Bachelor’s
degrees and 10 Diplomas have been supported. Siaya clinical
research center was built while in Kisumu an adolescent clinic
was constructed. This work involved 18 northern and 26
southern partners. Over 35 publications have been published
out of these collaborations.
Conclusion North-South collaborations provided funding,
expertise and resources to harness research capacity of
KEMRI; hence the need to foster a global networking culture.
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PO 8447 ROBUST CLINICAL TRIALS ARE NOT ENOUGH:
OVERCOMING OPERATIONAL CHALLENGES FOR
IMPLEMENTING REMSTART INTERVENTION PACKAGE
(TRIP STUDY) INTO ROUTINE PRACTICE

1Sokoine Kivuyo*, 1Frank Erick, 2Angela Loyse, 3Shabar Jaffar, 1Godfrey S Mfinanga.
1National Institute for Medical Research-Muhimbili Centre, Dar es Salaam, Tanzania; 2St-
George’s University of London, UK; 3Liverpool School of Tropical Medicine, Liverpool, UK

10.1136/bmjgh-2019-EDC.101

Background The REMSTART trial identified an effective pack-
age (cryptococcal antigen (CrAg) screening and enhanced anti-
retroviral therapy (ART) adherence support) that reduced all-
cause mortality in advanced HIV (CD4 £200 cells/mm3) by
28% compared to standard of care. The introduction of this
package at clinic level has been necessary to impact routine
care practices in Tanzania.
Methods The TRIP study is cluster-randomised. The interven-
tion package was implemented in 16 routine care facilities
(early arm) whilst 8 facilities continued with standard of care
(deferred arm). At the end of 12 months follow-up, the inter-
vention was implemented in the deferred facilities. The pri-
mary endpoint is all-cause mortality at 1 year.
Results Implementation of the REMSTART intervention into
routine care services has highlighted the following challenges:
1) Baseline CD4 testing: half (4/8) of rural facilities had no
CD4 machines and in a further 3/8 there was a lack of
reagents needed for CD4 testing. Clinical staging has replaced
inclusion criterion where CD4 testing is not available; 2)
Heavy staff workload in routine care; regular discussion with
policymakers and workshops enhanced the take-up of the
package; 3) Timing of ART: the Ministry of Health has
updated national guidelines to include the package and delay
ART by 2 weeks in CrAg-positives.
Conclusion It has proven essential to engage with policy-
makers and programme managers from the outset, i.e. during
the REMSTART trial itself and the following TRIP implemen-
tation study. The Ministry of Health has now changed the
national HIV guidelines to include the REMSTART package
and develop training modules for CrAg screening in all
regional hospitals. The TRIP study has revealed key issues
that must be addressed to allow scaling up the interventions.

PO 8448 ADVERSE DRUG REACTION TO TWO ARTEMISININ-
BASED COMBINATION THERAPIES, ARTEMETHER-
LUMEFANTRINE AND ARTEMISININ-PIPERAQUINE, IN
CHILDREN WITH ACUTE UNCOMPLICATED MALARIA IN
IBADAN, NIGERIA

Oluwafunmibi Anjorin*, Catherine O Falade. Department of Pharmacology and
Therapeutics, University of Ibadan, Ibadan, Nigeria

10.1136/bmjgh-2019-EDC.102

Background Malaria remains a public health problem in sub-
Saharan Africa, especially amongst children and pregnant
women. Artemisinin-based combination therapy (ACT) is now
the treatment of choice. Adverse drug reactions (ADR) have
been observed to ACTs. This study aims to determine the inci-
dence, pattern of presentation and factors associated with
ADRs to artemether-lumefantrine (AL) and artemisinin-pipera-
quine (AP) among children with acute uncomplicated malaria
in Ibadan, Nigeria.

Methods Children aged 2–10 years with acute uncomplicated
malaria who met the inclusion criteria, were enrolled, rando-
mised to receive one of the study drugs (AL or AP) and fol-
lowed up for 28 days. Monitoring for ADR was based on
history from the parent/guardian and/or child regarding occur-
rences of treatment emergent signs and symptoms and on
abnormalities of laboratory investigations (full blood count
and blood chemistry). Causality assessment for the ADR was
by the Naranjo algorithm scale while the severity was assessed
using the Hartwig’s severity scale.
Results A total of 114 children were enrolled; six defaulted
and were not available for follow-up. There were 61 (56.5%)
males. The mean age of enrollees was 65.1±30.0 months.
Fever was the most prevalent presenting complaint occurring
in 108 (100%) enrollees. Observed ADRs were cough, diar-
rhoea, loss of appetite, abdominal pain, rash, fever, irritability,
insomnia and headache but the differences were not statisti-
cally significant between the two groups. The incidence of
ADR to both ACTs was 12/1000 patients per day. Prevalence
of ADR to AL was 14% and for AP 11%; this was not statis-
tically significant. All ADRs were mild. No notable associated
factor to ADR was detected in this study.
Conclusion Both AL and AP were found to be safe in the
study population.

PO 8449 SCHISTOSOMA HAEMATOBIUM INFECTION INCREASES
THE NUMBER OF MALARIA EPISODES IN CHILDREN
LIVING IN RURAL AREAS AROUND LAMBARÉNÉ,
GABON

1Jean Claude Dejon Agobé*, 1Jean R Edoa, 1Yabo J Honkpehedji, 1Jeannot Fréjus Zinsou,
1Bayodé R Adegbité, 1Bertrand Lell, 2Martin P Grobusch, 3Benjamin Mordmüller,
1Ayola Akim Adegnika. 1Centre de Recherches Médicales de Lambaréné (CERMEL),
Libreville, Gabon; 2Academic Medical Center, University of Amsterdam, the Netherlands;
3University of Tübingen, Germany

10.1136/bmjgh-2019-EDC.103

Background In sub-Saharan Africa, Plasmodium spp. infection
prevalence very often overlaps with helminth infections, partic-
ularly with schistosomiasis which is reported to be the second
parasitic infection after malaria in terms of prevalence. Interac-
tion between both infections has been reported earlier. Schis-
tosomiasis is typically a chronic disease, whereas malaria
occurs in episodes, particularly in children. In this study, we
assessed the effect of Schistosoma haematobium infection on
clinical malaria among children.
Methods A longitudinal study was conducted from June
2016 to February 2018. Volunteers without any known
chronic condition were included. Thick blood smear (TBS)
was performed monthly at participants’ homes. For any
medical concern including malaria-like symptoms and visible
haematuria, participants were invited to come to CERMEL
for diagnosis and treatment. Light microscopy was per-
formed to detect malaria parasites and Schistosoma eggs,
using TBS and urine filtration technique, respectively. Over
the study course, participants found to be infected were
treated accordingly. Schistosomiasis status was determined at
the end of the follow-up.
Results Among the 351 volunteers included in the study, schis-
tosomiasis status was available for 260. Mean age was
12.3 year (SD 4.6) with a 0.96 women-to-men sex ratio. Of
those, 112/260 (43.1%) [37.0%–49.3%] participants were
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positive for S. haematobium, and a total of 132 (51%) chil-
dren developed 230 malaria attacks. Those with schistosomia-
sis had a 1.5:1 [1.1–2.0] risk to develop malaria compared to
their uninfected counterparts. The mean number of malaria
episodes per child over the study course was higher among
children with schistosomiasis compared to those without (2.03
vs 1.57, p-value=0.015).
Conclusion S. haematobium infection was associated with
increased susceptibility to develop malaria (by increasing the
risk to develop a malaria episode) and, consequently, a higher
malaria incidence.

PO 8458 POLYMORPHISM OF THE PLASMODIUM FALCIPARUM
MSP-2 GENE ASSOCIATED WITH PLACENTAL
MALARIA AT THE BORGOU-ALIBORI DEPARTMENTAL
HOSPITAL

Dossou Akpéyédjé*, Saadou Issifou. Fondation pour le Recherche Scientifique, Cotonou,
Benin

10.1136/bmjgh-2019-EDC.104

Background In sub-Saharan Africa, malaria during pregnancy is
a major health problem because it poses significant risks for
the pregnant woman and the foetus. The sequestration of
Plasmodium falciparum-infected erythrocytes in the placenta
has consequences for the mother and the foetus. This study
aimed to evaluate the allelic polymorphism of the Plasmodium
falciparum MSP-2 gene related to the consequences of placen-
tal malaria.
Methods It was a cross-sectional study conducted over two
periods lasting six months in 2016 and 2017. The maternity
center of the Hospital of Borgou-Alibori in Benin served as
a framework for the study. From the 98 parturients
included, placental blood samples were taken and then
genotyped.
Results Using the MSP-2 gene as marker, the prevalence was
17, 34%. The MSP-2 gene was polymorphic with 9 distinct
allelic types for both 3D7 and FC27 families (150 bp;
200 bp; 250 bp; 275 bp; 300 bp; 350 bp; 400 bp; 450 bp
and 500 bp). The FC27 allelic family was predominant over
the 3D7 family with 56, 25% and 43, 75% respectively. The
300 bp allelic type (50%) was predominant in the FC27 fam-
ily while the 400 bp type was predominant in 3D7 family
(35, 71%). 9 women had polyclonality (52,94%). The multi-
plicity of infection (MOI) was 1, 88. The number of strains
ranged 1 to 4 in infected women. In univariate analysis there
was no significant relationship between MSP-2 gene polymor-
phism and maternofoetal consequences. The absence of
prenatal consultation (p=0.0270), non-taking of IPTp/SP
(p=0.0060), the occurrence of malaria in the third trimester
(p=0,0364) and moderate maternal anaemia (p=0.0277) were
associated with the polymorphism of MSP-2 gene. The MOI
was significantly associated with parasite density of infected
women.
Conclusion Plasmodium falciparum MSP-2 gene was polymor-
phic in infected women at Parakou. Several factors related to
pregnancy monitoring were associated with this genetic diver-
sity. It is therefore essential to ensure correct follow-up of
pregnancies.

PO 8460 PANDORA-ID NET (PAN-AFRICAN NETWORK FOR RAPID
RESEARCH, RESPONSE, RELIEF AND PREPAREDNESS
FOR INFECTIOUS DISEASES EPIDEMICS)

1Francine Ntoumi*, 2Francine Zumla, 3Giuseppe Ippolito, 3Francesco Vairo. 1Fondation
Congolaise pour la Recherche Médicale, Brazzaville, Republic of the Congo; 2University
College of London, London, UK; 3National Institute for Infectious Diseases Lazzaro
Spallanzani, Rome, Italy

10.1136/bmjgh-2019-EDC.105

Background New and re-emerging infectious disease outbreaks
continue to cause much human suffering and loss of life
worldwide. Since Africa has experienced repeated outbreaks of
zoonotic infections, an important need exists to improve local
and regional capacities to identify and respond to zoonotic
outbreaks. PANDORA ID-NET is an EDCTP-supported ‘ONE
Human and Animal HEALTH’ multidisciplinary consortium of
24 partner institutions (15 African and 9 European) in 9 Afri-
can and 4 European countries.
Methods Our overall aim is to strengthen regional and pan-
African capacities and systems for enabling a rapid and effec-
tive response to infectious diseases with epidemic potential,
arising from within Africa or imported from overseas. We
aim to build laboratory and public health capabilites for
rapid detection and surveillance of pathogens from human
and animal sources. This will include obtaining accelerated
evidence for optimal clinical management of patients, infec-
tion control measures, and public health response during out-
breaks. Capacities will be built: a) for performing multisite
clinical trials (evaluating rapid diagnostics, biomarkers, a
range of treatments, vaccines and operational research stud-
ies) and, b) for timely collection, analysis and communication
of information.
Conclusion Our activities will be aligned to EDCTP regional
Networks of Excellence, Africa CDC and other relevant global
and regional initiatives, thus maximizing complementarity and
achieving a multiplier effect, facilitating rapid policy imple-
mentation of outputs.

PO 8467 IMPACT OF COMMUNITY CASE MANAGEMENT OF
MALARIA (CCMM) AMONG CHILDREN UNDER FIVE
YEARS OLD: AN EVALUATIVE STUDY IN KABONGA

1Ciza Bonne*, 2Kagozi Husseni, 3Ciza Josephine Muhigirwa. 1Health Healing Network
Burundi, Bujumbura, Burundi; 2Solidarity of nurses for promotion of maternal and children’s
health, Burundi; 3Palliative care association of Burundi, Bujumbura, Burundi

10.1136/bmjgh-2019-EDC.106

Background In Burundi, malaria is considered a major public
health concern and the leading cause of death. Malaria is
responsible for up to 25% of all outpatient visits and up to
48% of all deaths in health facilities among children under
five years old. Despite efforts made, timely access to health
care is still limited, mainly due to geographic inaccessibility
and lack of awareness about malaria complications. To
increase timely access to malaria treatment, Burundi’s Ministry
of Health implemented Community Case Management of
Malaria (CCMM) since 2015 in Kabonga. We sought to assess
the impact of CCMM in improving malaria outcomes follow-
ing two years of its initiation.
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Methods Selected community health workers (CHWs) were
initially trained for simple malaria management among chil-
dren under five years old using artemisinin-based combination
therapy (ACT) and to perform rapid diagnostic tests for
malaria (RDTs), and then equipped to provide service. This
was a retrospective and prospective study using a mixed-meth-
ods approach between September-October 2017. Data before
CCMM initiation (2013–2014) were collected from the
Kabonga health centre, then compared to data from 2015–
2016 corresponding to CCMM implementation. Data were
from health records and stakeholders and were processed
using SPSS.
Results In total, 5922 children were treated for malaria
between 2013–2014 and 5249 between 2015–2016, an 11,3%
case decrease. CHWs managed in total 1751 children using
ACTs between 2015–2016. Of them, 1297 (74%) had a con-
sult within 24 hours of fever onset and the cure rate was
approximately 90%. Mortality decreased with up to 75%.
Ownership level was encouraging among beneficiary commun-
ities and was low among district and health center’s staff.
Some stock-outs were also reported.
Conclusion Using trained CHWs increased access to timely
and appropriate treatment in sampled communities which was
associated with improved health outcomes among children
under 5 years old. However, regular supply to CHWs and
strong ownership is needed.

PO 8468 DETERMINE TB–LAM LATERAL FLOW ASSAY:
DOES M. TUBERCULOSIS LINEAGE INFLUENCE ITS
PERFORMANCE?

1Willy Ssengooba*, 2Lydia Nakiyingi, 1Joloba Moses. 1Department of Medical Microbiology,
College of Health Sciences Makerere University Kampala, Uganda; 2Infectious Diseases
Institute, College of Health Sciences Makerere University, Kampala, Uganda

10.1136/bmjgh-2019-EDC.107

Background Among HIV-positive individuals with CD4 £100
cells/mm3, M. tuberculosis (Mtb) bacteraemia is associated with
a positive tuberculosis urine lipoarabinomannan (LAM) test.
We conducted a retrospective study, to determine the effect of
Mtb lineage on the performance of the Determine TB LAM
lateral flow (LF-LAM) assay.
Methods This was nested in a prospective TB diagnostics accu-
racy study among HIV-positive presumptive TB patients from
Mulago National Referral Hospital, Kampala, Uganda, includ-
ing both inpatients and outpatients. We considered data of 51
HIV-positive individuals with both pulmonary and Mtb bacter-
aemia. We also evaluated the effect of having mixed Mtb
strains using both spoligotyping and MIRU-VNTR 24 loci
methods.
Results LF-LAM was; negative among 4 (7.8%; 95% CI,
2.17% to 18.8%), positive among 39 (76.5%; 95% CI, 62.5%
to 87.2%) and indeterminate among 8 (15.7%; 95% CI, 7.0%
to 28.5%) participants. Mtb lineages from blood samples
were: Central Asian Strain (CAS; L3) 10/51 (19.6%) and
Euro-American lineage (L4) 41/51 (80.4%). Mtb lineages from
sputum samples were 7/51 (13.7%) L3 and 44/51 (86.3%)
were L4. Among participants with L3 in blood, LFLAM was
positive in 9 (90%; 95% CI, 55.4%–99.7%) whereas those
with L4, LF-LAM was positive among 30 (73.2% 95% CI,
57.0% to 85.7%). For those with L3 in sputum, LF-LAM was
positive among 7 (100%) and those with L4 was 32 (72.7%;

95% CI 57.2% to 85.0%). Two participants had mixed Mtb
strains (all L4) and all LF-LAM positive (2+ and 4+).
Conclusion Our study shows that M. tuberculosis lineage 3
may have more sensitivity to LF-LAM assay than lineage 4.
The high number of indeterminate results with L4 requires
more investigations. Our findings suggest that LF-LAM per-
formance may differ by geographical regions depending on
the dominant M. tuberculosis lineage.

PO 8470 FIRST INDEPENDENT ASSESSMENT OF
PHARMACEUTICAL COMPANY ACTION ON AMR

Jacqueline Kisakye, Josefien Knoeff, Adrian Ruiz, Dulce Calcada, Jayasree Iyer, J Gabrielle
Breugelmans. Access to Medicine Foundation, Amsterdam, The Netherlands

10.1136/bmjgh-2019-EDC.108

Background Antimicrobial resistance (AMR) is one of the most
significant threats to public health globally. It will worsen
without concerted efforts to spur the development of new
antibiotics and ensure access and stewardship of existing ones.
Pharmaceutical companies have a critical role to play in these
efforts. The Access to Medicine Foundation developed the
AMR Benchmark to measure how pharmaceutical companies
are responding to AMR and to share and push best practices
within the industry.
Methods The AMR Benchmark assessed the AMR activities of
30 pharmaceutical companies in 106 low- and middle-income
countries. Survey data on company activities were collected
across three research areas: research and development (R&D);
manufacturing and production; and access and stewardship.
For each research area, specific metrics were developed to
evaluate company performance. These metrics were defined
through consultation with experts working across the AMR
field and represent a broad consensus on where companies
can and should be taking action to limit AMR.
Results The Benchmark found that there are good practices in
all research areas. Out of 276 R&D projects targeting infec-
tious diseases, 175 target pathogens identified as priority by
WHO/CDC. Of these, 88 are in preclinical stage, 87 are in
clinical stage, and 54 target gram-negative bacteria. Out of 28
antibiotics in late clinical stage, only two have access and
stewardship plans in place. Nearly half of companies evaluated
are involved in AMR surveillance and eight companies set lim-
its on antibiotic wastewater discharge. Lastly, four companies
separate sales agent bonuses from antibiotics sales volumes to
reduce overuse of antibiotics.
Conclusion The Benchmark identified the good ideas being
implemented by companies to limit AMR and mapped oppor-
tunities to amplify current efforts. Although companies are
taking some action, the R&D pipeline needs to be further
strengthened and candidates reaching late clinical stage must
be supported by concrete plans to ensure access and
stewardship.

PO 8471 A SURVEY OF CURRENT CLINICAL DATA MANAGEMENT
PRACTICES IN SUB-SAHARAN AFRICA

1Hanne Landuyt*, 1Harry Van Loen, 2Bai L Dondeh, 2Badou M Gaye, 1Yven Van Herrewege.
1Institute of Tropical Medicine, Antwerp, Belgium; 2Medical Research Council Unit The
Gambia at the London School of Hygiene and Tropical Medicine, London, UK

10.1136/bmjgh-2019-EDC.109
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Background Information on clinical data management (CDM)
practices in clinical trials in sub-Saharan Africa is scarce. As
part of ALERRT (the African coalition for Epidemic Research,
Response and Training, an EDCTP-funded project) we want to
gauge current CDM and ICT practices and identify possible
gaps within different research institutions in sub-Saharan Africa.
This information will be used to develop a scalable, GCP-com-
pliant, robust CDM/ICT infrastructure suitable for resource-
poor settings and response-ready in the event of an outbreak.
Methods An online survey was designed to assess the experi-
ence of the participating sites with the various CDM processes,
CDM documentation and facilities, the availability of dedicated
staff and their experience with GCP. In addition, ICT features
essential to CDM will be assessed. Lastly, information on the
use of CDM software will be obtained. Respondents can
request to receive personalised feedback (aimed to improve
their CDM practices) based on their results. The survey, in
English and French, will be sent out to 100 sites in sub-
Saharan Africa. Sites with intermittent internet connections will
receive an MS-Office Word-version of the survey.
Results The survey will be closed after a month. Personalised
feedback (if requested) will be sent to the respondents.
Descriptive analysis of the survey results will be done, and
results will be used to design standard data management tools,
tailored to the needs of research sites in sub-Saharan Africa
and suitable for emergency research. Both results and tools
will be disseminated to the scientific community.
Conclusion The results of this survey will provide relevant
information on the current CDM and ICT practices in sub-
Saharan Africa. Potential pitfalls will be identified and oppor-
tunities for improvement will be addressed. Furthermore, the
survey will offer a chance to exchange ideas between African
and European partners on how to implement good CDM and
ICT practices.

PO 8472 EACCR-2 INSTITUTIONAL CLINICAL RESEARCH
CAPACITY ASSESSMENT: CASE STUDY OF SIAYA
COUNTY REFERRAL HOSPITAL, WESTERN KENYA

1Patience Oduor, 2Mary Wambura, 2Geoffrey Mwai, 1Steve Wandiga. 1Kenya Medical
Research Institute (KEMRI), Nairobi, Kenya; 2Siaya County Referral Hospital, Siaya, Kenya

10.1136/bmjgh-2019-EDC.110

Background Infrastructural inadequacies and lack of research
management expertise impede optimal research participation
by Ministries of Health in Africa. The East African Consor-
tium for Clinical Research (EACCR-2) network champions
research strengthening through capacity building and partner-
ship with local institutions to improve research output in the
region. The Siaya County Referral Hospital was evaluated for
research needs in preparation for a future clinical trial.
Methods In April 1018, we interviewed departmental in-
charges or designees for administrative, financial and clinical
data management, laboratory records and information technol-
ogy (IT). Standardised assessment questionnaires were used.
Results Five of the seven respondents interviewed were males.
Patient populations such as children, adolescents and pregnant
mothers were identified as having unique characteristics. They
are to be considered for future inpatient and outpatient clini-
cal trials. There is little research exposure among clinical, data
and laboratory staff despite some of them receiving GCP and
GCLP training.

An Institutional Review Board (IRB) is in place and it
reviews both academic research proposals and large multi-
centre clinical trials before studies are carried out. However,
the members lack appropriate training in bioethics.

Acute staff shortage, reagent stock-outs, space constraints, and
faulty equipment limit the laboratory’s capacity. Insufficient IT
support and internet access cause delays in data entry. A lack of
expertise in monitoring, data analysis and statistics, of financial
management systems and library services were also identified.
Conclusion The hospital’s capacity to conduct clinical research
is low. Assessment findings highlighted funding constraints
faced at the referral hospital in a country burdened by dis-
ease. North-South partnership through EDCTP will contribute
towards addressing part of these gaps.

PO 8473 IMPACT OF EBOLA ON SLEEPING SICKNESS IN COASTAL
GUINEA: A RETROSPECTIVE ANALYSIS (2012–2017)
FROM THE GUINEAN NATIONAL CONTROL
PROGRAMME

2Oumou Camara*, 1,2Hamidou Ilboudo, 2Mariame Camara, 3Eric Ouattara,
3Alexandre Duvignaud, 2Amadou Leno, 1Philippe Solano, 3Denis Malvy, 1Bruno Bucheton,
2Mamadou Camara. 1UMR 177 IRD-CIRAD INTERTRYP, Institut de Recherche pour le
Développement, Montpellier, France; 2Programme National de Lutte contre la
Trypanosomiase Humaine Africaine PNLTHA-Ministère de la Santé, Conakry, République de
Guinée; 3Department of Tropical Medicine and Clinical International Health, CHU Bordeaux,
Bordeaux, France

10.1136/bmjgh-2019-EDC.111

Background Coastal Guinea harbours the most active human
African trypanosomiasis (HAT) foci in West Africa. The Guinean
government and its partners are conducting HAT control activ-
ities to reduce the burden of this neglected tropical disease and,
as set-up by WHO, to eliminate it as a public health problem
by 2020. Unfortunately, control efforts were deeply impaired
during the Ebola outbreak that struck the country in 2014–
2015. The aim of the study was to evaluate the impact of this
unprecedented outbreak on HAT screening and care activities
and more generally on T. brucei gambiense transmission.
Methods A retrospective analysis of the data collected by the
HAT-NCP between 2012 and 2013 (pre-Ebola period) and
2014–2015 (Ebola outbreak) has shown an interruption of
active HAT screening activities and a rapid decrease of passive
HAT screening activities as the Ebola outbreak was spreading.
During the Ebola epidemic, HAT patients were also diagnosed
in a later stage of the disease and attendance to post-treat-
ment control visits was also severely affected.
Results Only 59 HAT patients were diagnosed and treated
during the Ebola outbreak (January 2014–October 2015) as
compared to 154 before the outbreak (February 2012–Decem-
ber 2013). This potentially large undiagnosed human reservoir
of trypanosomes may have contributed to increased transmis-
sion levels. After Guinea was declared free of Ebola virus dis-
ease, screening activities (both passive and active) were
progressively resumed. In 2016 and 2017, Guinea reported
107 and 140 HAT cases, respectively (almost twice as much
as during the pre-Ebola period) and became the second most
affected country after the Democratic Republic of the Congo.
Conclusion A major lesson taken from the Ebola outbreak is
that disruption of medical care may lead to a quick HAT
burst in areas of high transmission. Current HAT control
measures combining screening and tsetse control interventions
will help to stay on course for the elimination goal.
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PO 8475 ENHANCING THE CAPACITY OF THE LIBERIA MEDICINES
AND HEALTH PRODUCTS REGULATORY AUTHORITY IN
POST-MARKETING SURVEILLANCE OF IN VITRO
DIAGNOSTICS

1Alexander E George*, 1Joseph N Somwarbi, 1David Sumo, 2Guillermo Martínez Pérez,
2Alfredo Mayor. 1Medicines and Health Products Regulatory Authority, Monrovia, Liberia;
2ISGlobal, Hospital Clínic – Universitat de Barcelona, Barcelona, Spain

10.1136/bmjgh-2019-EDC.112

Background The Quality Control Laboratory (QCL) of the
Liberia Medicines and Health Products Regulatory Authority
(LMHRA) lacks capacity to assess the quality of in vitro diag-
nostics (IVDs). The LMHRA needs be strengthened to develop
post-market surveillance (PostMS) regulations in order to fulfil
its supervisory role for IVDs used in research and healthcare
settings. IGORCADIA, an EDCTP-funded project of LMHRA
and the Barcelona Institute for Global Health (ISGlobal)
started in December 2017 with the aim of building LMHRA
diagnostics assessment capacity.
Methods Project activities targeting the QCL include: the con-
stitution of an in-house Technical Working Group and a Diag-
nostic Steering Committee involving national stakeholders to
develop PostMS regulation; a Training Programme in Diagnos-
tics Research (TPDxR) including a malaria diagnostics per-
formance study as its post-TPDxR exercise.
Results The QCL is developing with its new knowledge and
networks improved mechanisms to enact its supervisory man-
date. QCL staff contributed to the development of guidance
for Post-MS. Private sector and government stakeholders
helped the LMHRA identify unlicensed premises where IVDs
of presumably poor accuracy are available over the counter.
Following the TPDxR, the QCL planned quality assurance to
oversee the quality assessments on suspected substandard
IVDs. Quality control tools, staff training requirements, stand-
ard inspection procedures, and PostMS registers and reports
were re-designed in accordance with Good Laboratory Practice
and guidance from the TPDxR.
Conclusion The LMHRA is strengthening its regulatory,
inspection and PostMS capacities thanks to a partnership
with a European research institution with expertise in
malaria diagnostics development. To ensure that the Liberian
population has access to safe quality diagnostics in routine
healthcare provision and in future infectious diseases out-
breaks, it is of utmost importance that the LMHRA has
capacity to assess the accuracy of the non-WHO prequalified
IVDs that are currently available outside the healthcare sys-
tem, and is well-equipped to recall those IVDs identified as
substandard.

PO 8476 USER EXPERIENCE OF SMS REMINDERS TO TAKE
MEDICATION AMONG PREGNANT AND BREASTFEEDING
WOMEN LIVING WITH HIV IN KILIMANJARO, TANZANIA

1Kennedy M Ngowi*, 2Eusibious Maro, 3Pythia T Nieuwkerk, 4Rob E Aarnoutse, 1,2Blandina
T Mmbaga, 1,5I Marion Sumari-De Boer. 1Kilimanjaro Clinical Research Institute, Moshi,
Tanzania; 2Kilimanjaro Christian Medical Center, Moshi, Tanzania; 3Department of Medical
Psychology, Academic Medical Center, Amsterdam, the Netherlands; 4Department of
Pharmacy and with the Radboud Institute for Health Sciences, Radboud UMC, Nijmegen,
the Netherlands; 5Department of International Health, Radboud UMC, Nijmegen, the
Netherlands

10.1136/bmjgh-2019-EDC.113

Background Pregnant women living with HIV have difficulties
in reaching adequate levels of treatment adherence. One way
to intervene is sending reminder cues using short message
service (SMS) texts. We conducted a pilot study on the use of
SMS among pregnant and breastfeeding women living with
HIV in Kilimanjaro, Tanzania. One objective was to investigate
user experiences of SMS reminders.
Methods We enrolled adult (age 18–45) pregnant or breast-
feeding women living with HIV from Kilimanjaro region, Tan-
zania. Women received a reminder SMS 30 min before usual
time of intake. One hour after usual time of intake, they
received an SMS asking whether medication was taken. SMSes
were sent less-than-daily and randomly distributed over the
week. During consultation we listened to their feedback on
the system. After six-months, we interviewed women using a
semi-structured exit interview.
Results Twenty-five women were enrolled. Two women were
lost to follow-up. We received feedback from 18 women. Six-
teen (89%) said they were content about the SMS reminding.
One said she had problems with privacy issues (6%), but 5
specifically mentioned no privacy issues (28%). Preliminary
results of 18 exit interviews show that 16 women (89%) had
a good experience with the SMS. Fourteen women (78%)
found the content of SMS good; 2 women (11%) said it was
not good at all due to risk of unwanted disclosure. Three
women (17%) experienced stigma. Eleven women (61%) told
they were always able to reply to the SMS and 16 (89%)
believed it really improves adherence.
Conclusion We believe most women were satisfied with the
SMS system. A few women had trouble with risks or fear of
unwanted disclosure. One way to solve that, may be to send
more neutral language messages. The results can be used for
clinical trial design to investigate the effect on adherence.

PO 8480 TECHNICAL FEASIBILITY OF SENDING SMS TO REMIND
TAKING MEDICATION AMONG PREGNANT AND
BREASTFEEDING WOMEN LIVING WITH HIV IN
KILIMANJARO, TANZANIA

1Kennedy M Ngowi*, 2Eusibious Maro, 3Pythia T Nieuwkerk, 4Rob E Aarnoutse, 1,2Blandina
T Mmbaga, 1,5I Marion Sumari-De Boer. 1Kilimanjaro Clinical Research Institute, Moshi,
Tanzania; 2Kilimanjaro Christian Medical Center, Moshi, Tanzania; 3Department of Medical
Psychology, Academic Medical Center, Amsterdam, the Netherlands; 4Department of
Pharmacy and with the Radboud Institute for Health Sciences, Radboud UMC, Nijmegen,
the Netherlands; 5Department of International Health, Radboud UMC, Nijmegen, the
Netherlands

10.1136/bmjgh-2019-EDC.114

Background Pregnant women living with HIV have difficulties
in reaching adequate levels of adherence to treatment. One
way to intervene is sending reminder cues using short message
service (SMS) texts. We conducted a pilot study on the use of
SMS among pregnant and breastfeeding women living with
HIV in Kilimanjaro, Tanzania. One objective was to investigate
technical feasibility of sending SMS reminders.
Methods We enrolled adult (age 18–45) pregnant or breast-
feeding women living with HIV from Kilimanjaro region, Tan-
zania. Women received a reminder SMS 30 min before usual
time of intake. One hour after usual time of intake, they
received an SMS asking whether she took medication. The
women had to reply with ‘Yes’ or ‘No’. SMSes were sent less-
than-daily and randomly distributed over the week. We did
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descriptive analyses of sent messages, delivered messages and
estimation of adherence based on messages.
Results We enrolled 25 women. In total, 4963 messages were
sent of which 40 failed to be delivered (1%). 1664 SMS were
sent with a question if medication was taken, wich received
an answer 1580 times (91%). The answer was ‘Yes’ in 1137
cases (65%), ‘No’ in 10 cases (0.6%) and indefinable in 433
cases (26%). The median adherence based on ‘Yes’-answers
was 74% [range 24–99]. If also counting the indefinable
answers, the mean adherence was 100% [range 95–100].
Conclusion Despite a few technical issues, we believe using
SMS for reminder cues in Tanzania works well. The number
of failed deliveries is nearly zero and women have replied to
the majority of SMS. Efforts are needed to instruct women
better on replying and on detecting the right answer in case
of typing errors. We conclude that using SMS has potential to
improve adherence and should be further investigated in clini-
cal trials to determine the effect on adherence to treatment.

PO 8481 HIGH HEPATITIS B VIRUS INCIDENCE AMONG HIV-1-
INFECTED TREATMENT-NAIVE ADULTS IN BOTSWANA

1Bonolo B Phinius*, 1Resego Bokete, 1,2Motswedi Anderson, 1,2Tshepiso Mbangiwa,
1Wonderful Choga, 1,3Sikhulile Moyo, 1,3Rosemary Musonda, 4Richard Marlink,
1,3Simani Gaseitsiwe. 1Botswana Harvard AIDS Institute Partnership, Gaborone, Botswana;
2University of Botswana, Gaborone, Botswana; 3Harvard T.H Chan School of Public Health,
Boston, Massachusetts, USA; 4Rutgers University, New Jersey, USA

10.1136/bmjgh-2019-EDC.115

Background Hepatitis B virus (HBV) is one of the leading
causes of death worldwide despite a moderately potent vac-
cine. HBV prevalence has been shown to be higher in patients
infected with the human immunodeficiency virus (HIV), hence
increased liver-related morbidity and mortality, as well as gen-
eral poor health outcomes in HIV-HBV co-infection. We esti-
mated the HBV incidence among HIV-1-infected treatment-
naïve adults in a longitudinal cohort in Botswana.
Methods Plasma samples from 200 HIV-1C-infected treatment-
naïve participants from a completed longitudinal cohort from
2004 to 2007 were screened for HBV surface antigen
(HBsAg). HBsAg was assessed using Murex version 3 enzyme-
linked immunosorbent assay as per manufacturer’s instructions
at 4 timepoints, 12 months apart. We estimated HBV inci-
dence with 95% confidence interval (CI). Cox proportional
regression method was used to estimate hazard ratios [gender,
age (£35 or>35) years, CD4+ T cell count (£450 or>450)
cells/mL and HIV viral load suppression (£400 or>400) copies/
mL].
Results The median age of screened individuals was 32 years
[Q1, Q3; 28, 40] and 83.5% [167/200] were female. Baseline
median CD4+ T cell count was 466.35 cells/mL [Q1, Q3:
380.43, 605.75] and median HIV viral load was 13 450 cop-
ies/mL [Q1, Q3: 2365, 37 400]. The HBV incidence was 3.6/
100 person-years [95% CI: 2.2–5.6]. There were no significant
differences by gender, age, HIV viral load suppression and
CD4+ T cell count.
Conclusion We report for the first time a high HBV incidence
among HIV-infected adults in Botswana. HBV incidence was
high in this population despite generally high CD4 +T cell
counts and lower HIV viral loads. Early screening of HBV in
HIV-infected individuals is vital and should be included in the
national HIV treatment guidelines.

PO 8483 ASSOCIATIONS BETWEEN HIV AND OTHER STIS AMONG
GAY, BISEXUAL MEN AND TRANSGENDER WOMEN IN
NAIROBI, KENYA

1Rodah Wanjiru*, 2Joshua Kimani, 3Adrian Smith. 1Partners for Health and Development in
Africa, Nairobi, Kenya; 2Partners for Health and Development in Africa, Nairobi, Kenya;
3University of Oxford, Nuffield Department of Population Health, Old Road Campus, Oxford,
UK

10.1136/bmjgh-2019-EDC.116

Background Men who have sex with men (MSM) are a key
target population for HIV prevention and control in Kenya.
Although male sex workers remain the focus of research in
Nairobi, HIV/STI prevalence has not been assessed among the
wider MSM population since 2010. This study set out to
reassess prevalence and associations of HIV and other STIs.
Methods Respondent-driven sampling recruited 618 MSM. Eli-
gibility criteria were age 18+, male (birth or currently), Nai-
robi residence and consensual oral or anal intercourse with a
man in the last year. Consenting participants completed an
online survey including current experience of STI symptoms.
Participants tested for HIV [Determine, First Response [2nd

gen] and GeneXpert HIV-Qual [4th gen]], syphilis [RPR/
TPHA], hepatitis B and C [HBsAg and HCV ELISA], urine
and rectal chlamydia and gonorrhea [GeneXpert CTNG].
Associations with prevalent HIV were assessed using multivari-
ate logistic regression.
Results HIV prevalence was 26.4% [22.6–30.6] including
0.5% [0.2–1.5] detected solely on 4th gen testing. Prevalent
HIV was independently associated with age, lower education,
Kenyan birth, transgender identity and exclusive sex with men
in the past 3 months but dependently associated with STI
symptoms. Prevalence of syphilis was 0.8% [0.3–1.9]; hepatitis
B 4.4% [3.4–6.9]; hepatitis C 0.5% [0.2–1.5]. Current symp-
toms consistent with urethritis were reported by 6.4% [4.5–
9.0] of participants. Prevalence of urethral GC and CT were
4.4% [2.9–6.7] and 7.3% [5.2–10.3] respectively. Symptoms
consistent with proctitis were reported by 8.6% [6.3–11.6] of
participants. The prevalence of rectal GC and CT were 13.3%
[10.4–16.8] and 8.7% [6.7–11.2] respectively. Overall, only
17.7% [9.2–31.2] of participants with urethral CT/NG and
17.8% [10.7–28.0] rectal CT/NG were symptomatic.
Conclusion The burden of HIV among gay, bisexual and other
MSM (GBMSM) remains considerably higher than other men
in Nairobi, whilst the prevalence of syphilis and hepatitis C
are relatively low. Chlamydia and gonorrhoea infections, par-
ticularly rectal, are common and frequently asymptomatic.
Capacity of GBMSM-friendly and community-based providers
to offer CT/NG screening should be prioritised.

PO 8485 INTERFERON GAMMA RESPONSE KINETICS IN
TUBERCULOSIS PATIENTS AND HOUSEHOLD CONTACTS
IN THE GAMBIA

1Georgetta Mbayo*, 1Mathieu Garand, 1Simon Donkor, 1Miriam Wathuo, 2Tom Ottenhoff,
1Olumuyiwa Owolabi, 1Jayne Sutherland. 1Vaccines and Immunity Theme, Medical Research
Council (MRC) Unit at London School of Hygiene and Tropical Medicine, Banjul, The
Gambia; 2Department of Infectious Diseases, Leiden University Medical Center, the
Netherlands
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Background Methods which use Mycobacterium tuberculosis
(Mtb)-specific antigens to measure IFN-g responses (IFN-g
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release assays (IGRA)) have been useful in detecting Mtb
infection in exposed individuals. We assessed infections in TB
cases and their exposed household contacts (HHC) using an
in-house optimised IGRA, the QuantiFERON-TB Gold in Tube
(QFT-GIT) and QFT-Plus (QFT+).
Methods For the in-house IGRA, we analysed 266 active TB
patients and 759 HHC (256 tuberculin skin test-positive and
503 test-negative, TST+ and TST- respectively) at baseline
and 6 months. In a separate study we assessed QFT-GIT and
QFT-plus responses using samples from 72 TB cases and 69
HHC at baseline. QFT-GIT has 3 Mtb-specific antigens:
ESAT6, CFP10 and TB7.7 while QFT-plus has long and short
peptides of ESAT-6 and CFP-10, designed to induce CD4+
and CD8+T cell responses respectively.
Results IFN-g responses were lowest in TST- compared to
both TST+ and TB patients at baseline (p<0.0001 for both),
with 32% IGRA-positive compared to 76% and 73%, respec-
tively using in-house IGRA. HHC sleeping in the same room
with TB patient had a significantly higher IGRA conversion
rate by 6 months compared to those sleeping further away
(p=0.0004). We also observed a significant decline in IGRA
IFN-g levels by 6 months of TB treatment (p<0.0001).
Among QFT-positive TB patients, smear-positive was 57% and
culture-positive was 62%. The IFN-g concentration between
TB1 and TB 2 was similar, while, QFT-GIT had a significantly
higher response than TB 1 and TB 2 for both TB patients
(p=0.003) and HHC (p=0.0005).
Conclusion Our findings show that IGRA conversion is signifi-
cantly increased in HHC with highest exposure but that IGRA
-positive cannot predict risk of progression to active TB. We
also found that QFT-GIT was quantifiably better than QTF-
plus in our setting, limiting the ‘grey zone’ of indeterminate
results.

PO 8490 PROMOTING GOOD DATA MANAGEMENT PRACTICES IN
CLINICAL RESEARCH IN RESOURCE-POOR SETTINGS

Harry Van Loen*, Diana Arango, Hanne Landuyt, Christophe Burm, Yven Van Herrewege.
Institute of Tropical Medicine, Antwerp, Belgium

10.1136/bmjgh-2019-EDC.118

Background Accurate and timely data management (DM) is of
key importance in clinical research to generate high-quality
and GCP-compliant data for analysis and/or sharing. Our
objective is to strengthen the capacity for DM in clinical
research in resource-poor settings by organising several teach-
ing initiatives.
Methods Our teaching initiatives have a twofold approach.
First, a generic and comprehensive approach with capacity
building on various thematical modules. These include a
research component (overviewing the research data manage-
ment procedures) and a technological component (introducing
databases and software). In addition, a component on legisla-
tion, guidelines and standards specific towards DM is dis-
cussed, as well as a project management component on how
to organise DM efficiently and timely. Second, we apply a
more focused and study-specific approach which details roles
and responsibilities in data management, milestones and docu-
mentation practices. Both approaches are based upon success-
ful implementation in EDCTP-funded clinical trials, such as
the 4ABC, PREGACT and Microbicide Safety Biomarkers

studies, as well as the FP7 sponsored NIDIAG project. The
target audience comprises various study stakeholders such as
data managers, IT administrators, clinicians, laboratory
researchers and statisticians, coming from sub-Saharan Africa,
South-East Asia and Latin America.
Results A teaching model for promoting Good Data Manage-
ment Practices has been developed with theory- and practice-
based modules. This model is used at face-to-face workshops
in remote settings and has been re-used by colleagues and
implemented by other research institutions to promote further
capacity building and sustainable development in the South. In
addition, it has led to mutual learning and enhanced institu-
tional and personal North-South collaborations.
Conclusion There is a clear case for promoting DM and pro-
viding guidelines for Good Data Management Practices. Our
twofold approach has enabled the successful conduct of GCP
compliant non-commercial clinical trials in the South.

PO 8492 REPEATED ARTEMISININ-BASED TREATMENT ON
MALARIA SEXUAL PARASITE DISTRIBUTION IN
POPULATION LIVING IN A MALARIA-ENDEMIC AREA OF
BURKINA FASO

Amidou Diarra*, Issiaka Soulama, Issa Nebie, Maurice Ouattara, Moise Kabore,
Benjain Sombie, Alfred B Tiono, Alphonse Ouedraogo, Sodiomon B Sirima. Centre national
de recherche et de formation sur le paludisme, Ouagadougou, Burkina Faso

10.1136/bmjgh-2019-EDC.119

Background Malaria elimination and its ultimate eradication
will require drugs targeting all stages of the parasite’s life
cycle. Yet, very few drugs are known to be effective on the
sexual stages (gametocytes) of Plasmodium falciparum. Artemi-
sinin-based combination therapy (ACT) has been shown to
have some early-stage gametocytocidal effects on in vitro and
in feeding experiments. However, field studies showed that
artesunate reduces but does not prevent post-treatment trans-
mission of P. falciparum to mosquitos.
Methods 763 children and adult patients with acute uncompli-
cated Plasmodium sp. malaria were included in a phase IIIb/IV
comparative, randomised, multi-centre, open label, parallel 3-
arm clinical trial to assess safety and efficacy of repeated
administration of pyronaridine-artesunate, dihydroartemisinin-
piperaquine or artemether-lumefantrine or artesunate-amodia-
quine over a two-year period. Drugs were given based on the
body weight and volunteers were followed up for 42 days.
Clinical signs and symptoms were recorded and filter paper
and blood smears collected during each visit. Malaria parasites
were assessed and parasite density development stages deter-
mined by light microscopy.
Results P. falciparum gametocyte was 1.9%, during the two
years of follow-up. From the three treatment arms, artesunate-
amodiaquine was the arm bearing more P. falciparum gameto-
cyte with 68.7%, dihydroartemisinin-piperaquine accounted for
6.3% and pyronaridine-artesunate for 25%. P. falciparum
gametocyte was more pronounced in populations having para-
site density £1 00 000 parasites/ml compared to above
parasitaemia.
Conclusion Repeated ACTs treatment didn’t clear P. falciparum
gametocyte in a population infected with uncomplicated
malaria.
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PO 8495 DATA SHARING IS PART OF DATA MANAGEMENT: THE
NEED FOR A HOLISTIC AND COHERENT VIEW ON
RESEARCH DATA MANAGEMENT

1Harry Van Loen*, 2Mary Thiongo, 1Yven Van Herrewege. 1Institute of Tropical Medicine
Antwerp, Belgium; 2International Centre for Reproductive Health Kenya, Mombasa, Kenya

10.1136/bmjgh-2019-EDC.120

Background Awareness of data management (DM) is often
restricted to ‘the cost of computers’ or ‘the need for a data-
base’. Recently, ‘data sharing’ can be added to this shortlist.
Indeed, in recent years data sharing became often required or
so strongly promoted that the importance of all other aspects
related to DM or data handling in clinical tended still to be
overlooked. However, the development of data sharing guide-
lines and associated privacy regulations (e.g. the EU General
Data Protection Regulation) created a new momentum for
highlighting the importance of qualitative data management.
Methods An overview of DM processes is given, within the
framework and challenges of conducting non-commercial clini-
cal trials in North-South partnerships.
Results The DM workflow of a clinical trial is presented,
highlighting essential DM tasks, deliverables and milestones.
Pre-study tasks and deliverables are addressed: SOPs, a data
management plan, the implementation of a GCP-compliant
validated data management system and compliance to data
quality, privacy, security and standards (e.g. MedDRA, CDISC).
Subsequent study-specific processes including the collection,
entry, querying and cleaning of the data are discussed. In
addition, DM metrics important to guide quality, productivity
and timelines are reviewed while considering their impact on
post-study activities such as data sharing.
Conclusion Data sharing is only one of many DM tasks, at
the end of the DM workflow. Focusing too much on data
sharing while neglecting other DM aspects might lead to
underestimating the workload, resources, quality assurance and
time needed for data management and by and large for the
trial itself. Integrating data sharing into a holistic vision on
data management is paramount for clinical research.

PO 8496 ACCURACY OF DIAGNOSIS AND HAEMATOLOGICAL
DIFFERENCE AMONG MALARIA PATIENTS IN RURAL
AND URBAN AREAS IN THE ASHANTI REGION OF
GHANA

Abdul-Hakim Mutala, Kingsley Badu, Austine Tweneboah, Samul Agordzo, Dawood
Ackom Abbas. Department of Theoretical and Applied Biology, Kwame Nkrumah University
of Science and Technology (KNUST), Kumasi, Ghana

10.1136/bmjgh-2019-EDC.121

Background Over recent years, there has been an increase in
the use of a histidine-rich protein 2(HRP-2)-based rapid diag-
nostic test (RDT) in the diagnosis of malaria. Accurate and
prompt diagnosis of malaria will help reduce parasite reservoir
and reduce malaria transmission. However, the underdiagnosis
of malaria due to low parasite density hinders malaria eradica-
tion. The study aimed at establishing the baseline information
on the accuracy of the HRP2-based RDT used in Ghana in
three communities (Agona [rural], Kuntanase [peri-urban] and
Kumasi [urban]) while determining the haematological differ-
ence among malaria patients.
Methods Cross-sectional study was conducted from January to
April 2018. A total of 304 participants were recruited in the

study. Microscopy and RDT were used in the detection of
malaria parasitaemia in all the samples.
Results The overall sensitivity, specificity, negative predictive
value and positive predictive value was 75.9%, 95.6%, 64.7%
and 97.4% respectively. The HRP-2 based RDT was highly
sensitive (100%) for parasite density �250 parasite ml and rel-
atively low for parasite density £100 parasite/ml (50%-
Kumasi, 67%- Agona and 75%- Kuntanase). On the other
hand, Agona (rural) recorded the highest prevalence (15.8%)
followed by Kumasi (urban) (9%) and Kuntanase (peri-urban)
being the lowest (6.8%). The difference in prevalence was
however not statistically significant across the three commun-
ities. The rural area also accounted for highest parasite density
(mean 99.53) and lowest in urban (60.29) with a statistical
difference (p<0.001). The difference in white blood cell levels
was significant (<0.0001) across Agona, Kuntanase and
Kumasi. RBC and Hb levels were however not significant.
Conclusion The high specificity observed indicates that the
majority of the patients without malaria were correctly diag-
nosed. Notwithstanding, the sensitivity was relatively low and
below the WHO standard of �95% hence a significant num-
ber of malaria-positive cases were misdiagnosed. It is therefore
important that the accuracy of RDT should be frequently
assessed to improve its quality.

PO 8502 DETERMINANTS AND PREVALENCE OF PARASITE
RESISTANCE AMONG PREGNANT WOMEN RECEIVING
IPTP WITH SULPHADOXINE-PYRIMETHAMINE IN
NIGERIA

1Atinuke Olaleye, 2Noblefather Uyaiabasi, 3Charles Elikwu, 2Oladapo Walker. 1Dept of
Obstetrics and Gynecology, Babcock University, Ilishan-Remo, Ogun State, Nigeria; 2Dept of
Pharmacology, Babcock University, Ilishan-Remo, Ogun State, Nigeria; 3Dept of Medical
Microbiology, Babcock University, Ilishan-Remo, Ogun State, Nigeria

10.1136/bmjgh-2019-EDC.122

Background Malaria in pregnancy carries a risk of significant
adverse maternal and infant outcomes. Intermittent preventive
treatment in pregnancy (IPTp) is advocated to reduce its
occurrence, but resistance to sulphadoxine-pyrimethamine (SP)
is being reported. This study aims to describe the burden of
SP resistance and determinants of its occurrence among preg-
nant women receiving IPTp in Nigeria.
Methods A prospective observational study is to be conducted
in Ogun State over 24 months. Pregnant women 16–28 weeks
gestation meeting the eligibility criteria are being enrolled;
blood samples are taken for analysis pre- and post- IPTp-SP
administration at scheduled intervals. Microscopy-confirmed
parasitaemic samples will be analysed using PCR to detect
drug resistance markers (pfdhfr and pfdhps). Participants will
be followed up until 28 days post-delivery and assessed for
maternal and foetal outcomes (anaemia, low birth weight, pre-
term delivery, placental parasitaemia, stillbirth, neonatal death).
The primary endpoint is the prevalence of the SP resistance
gene markers. Secondary endpoints include the prevalence of
peripheral and placental parasitaemia at delivery; incidence of
maternal and newborn morbidity; parasitaemia pre-IPTp and
day 28 post-IPTp; risk factors for SP resistance and haemoglo-
bin changes at delivery.
Results Following statistical analysis with STATA 14, results
will be displayed in appropriate formats. Geometric mean par-
asite densities with 95% confidence intervals will be calcu-
lated, and proportions compared using the t-test, Chi-square
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or Fisher’s exact tests as appropriate. Multivariate analysis
including logistic regression models will be used to test for
associations between maternal characteristics and SP resistance.
Level of significance will be set at p<0.05.
Conclusion In a malaria-endemic country like Nigeria with a
large at-risk population, information on the effectiveness of
chemoprevention is essential. Determining the proportion and
extent of relevant molecular markers within the population
offers an invaluable tool for epidemiological surveillance of SP
resistance within this endemic setting.

PO 8503 EPIDEMIOLOGY, CO-INFECTIONS AND
HAEMATOLOGICAL FEATURES OF SCHISTOSOMIASIS IN
SCHOOL-AGED CHILDREN LIVING IN LAMBARÉNÉ,
GABON

1Jean Claude Dejon Agobe*, 1Yabo J Honkpehedji, 1Jeannot Fréjus Zinsou, 1Jean-
Ronald Edoa, 1Bayodé R Adegbite, 1Mohamed Duali, 1Fabrice L Mougeni, 1Bertrand Lell,
2Peter G Kremsner, 3Martin P Grobusch, 1Ayola Akim Adegnika. 1Centre de Recherches
Médicales de Lambaréné, Libreville, Gabon; 2Institut für Tropenmedizin, Eberhard Karls
Universität Tübingen and German Center for Infection Research (DZIF), Germany; 3Academic
Medical Center, University of Amsterdam, the Netherlands

10.1136/bmjgh-2019-EDC.123

Background Schistosomiasis is a highly prevalent parasitic
infection in Central Africa, where co-endemicity with other
parasitic infections is common, and schistosomiasis outcomes
can be affected by those other infections. Therefore, proper
schistosomiasis control needs epidemiological data accounting
for co-infections, too. In this present study, our objective was
to determine the epidemiological situation around schistoso-
miasis in Lambaréné.
Methods A cross-sectional study was conducted among school-
aged children living in Lambaréné. Urine filtration exam was
performed for the detection of Schistosoma eggs. Kato-Katz
and stool culture (Coproculture and Harada-Mori) techniques
were used for the detection of soil-transmitted helminths.
Detection of Plasmodium spp. and blood microfilariae was
performed applying light microscopy. Risk factors for schisto-
somiasis and factors associated with schistosomiasis were inves-
tigated; haematology parameters evaluated.
Results A total of 614 school children with available schistoso-
miasis status were included in the analysis. Mean age was
10.9 (SD=2.7) years, with a 0.95 boy-to-girl sex ratio. The
prevalence of schistosomiasis was 26%. No risk factors except
human-water contact were associated with schistosomiasis.
Only Trichuris trichiura co-infection was associated with an
increased odd (aOR=2.3, p-value=0.048) to be infected with
schistosomiasis. Full blood counts showed a decrease of hae-
moglobin level and increase of WBC and platelet levels among
the schistosoma-infected children. Haematuria was found asso-
ciated with schistosomiasis (aOR=14.5, p-value<0.001) and
was suitable to predict the disease.
Conclusion The prevalence of schistosomiasis is moderate in
Lambaréné where human-water contact remains the main risk
factor and praziquantel is available for treatment. Trichuriasis
is associated with increased risk to be infected. Children with
schistosomiasis exhibit a distinct full blood count profile and
haematuria is found to be more suitable to predict infection.
However, it is desirable to implement comprehensive
approaches beyond chemotherapy for schistosomiasis control
in this area as recommended by WHO.

PO 8504 EFFECT OF INCREASED USER FEES IN ACCESSING NEW
TUBERCULOSIS DIAGNOSTIC SERVICES IN TANZANIA

1Esther Ngadaya*, 1Godfather Kimaro, 1Ramadhani Shemtandulo, 1Erica Sandi,
2Sunday Simsokwe, 2Oliva Nguma, 3Omari Kibwana, 4Nicholaus Mgina, 1Godfrey
S Mfinanga. 1National Institute for Medical Research, Muhimbili Research Centre, Dar es
Salaam, Tanzania; 2Sumbawanga Regional Hospital, Sumbawanga, Tanzania; 3Mnazi
Mmoja Hospital Zanziba, Tanzania; 4Musoma Regional Hospital, Tanzania

10.1136/bmjgh-2019-EDC.124

Background While user fees in healthcare systems have been
associated with quality improvement, a substantial increase
may have a detrimental effect. This paper reports on the
effects of increasing user fees on utilisation of TB diagnostic
services in Tanzania.
Methods We retrospectively analysed data on TB diagnostic
services utilisation between July 2013 and June 2015 in
Mnazi Mmoja Zanzibar (MMZ), Musoma and Sumbawanga
hospitals. In July 2014, user fees in Musoma were increased
substantially from 2 to 5 US dollar; Sumbawanga increased
the fees stepwise, from 1 to 2 US dollar in July 2014, and
from 2 to 3 US dollar in January 2015 MMZ did not raise
the fees. We compared TB services utilisation before and after
introduction of user fees.
Results Out of 7483 presumptive TB patients registered in all
sites, 50.2% were males. Over half (3969) were registered
before the user fee was increased. Among 3969, 1579
(39.8%) were from Musoma, 922 (23.2%) from Sumbawanga
and 1468 (37.0%) from MMZ. Of the 3514 patients regis-
tered after the introduction of user fees, 983 (28%), 952
(27.1%) and 1579 (44.9%) patients were from Musoma, Sum-
bawanga and MMZ, respectively. The number of presumptive
TB patients seeking TB diagnostic services at Musoma
decreased significantly by 38% from 1579 to 983 after the
increase of user fees (p=0.001). More females (817; 51.8% vs
458, 35.9%) attended Musoma before user fees were
increased as compared to males whose attendance did not dif-
fer much (761; 48.2% vs 525; 53.4%); (p=0.01). There was
no significant decrease of patients at Sumbawanga and MMZ.
Conclusion There was a significant decrease in the number of
presumptive TB patients who accessed new TB diagnostic
services in Musoma after a substantial increase of user fees,
the effect was stronger among women. Although user fees are
beneficial, they should be increased stepwise so as not to
affect service utilisation.

PO 8505 LEISHMANIASIS IN ANGOLA – AN EMERGING DISEASE?
1Sofia Cortes, 1André Pereira, 2Jocelyne Vasconcelos, 2Joana P Paixão, 2Joltim Quivinja,
2Joana De Morais Afonso, 1José M Cristóvão, 1Lenea Campino. 1Global Health and Tropical
Medicine Center, Instituto de Higiene e Medicina Tropical (IHMT), Universidade Nova de
Lisboa, Portugal; 2Instituto Nacional de Saúde Pública, Ministério da Saúde de Angola,
Angola

10.1136/bmjgh-2019-EDC.125

Background Poverty, lack of resources, inadequate treatments
and control programmes exacerbate the impact of infectious
diseases in the developing world. Leishmaniasis is a vector-
borne disease that is among the ten major neglected tropical
diseases. Although endemic in more than 90 countries, the
ones most affected, representing over 90% of new cases, are
Bangladesh, Brazil, Ethiopia, India, Kenya, Nepal, and Sudan.
In Africa south of the equator, the impact of leishmaniasis is
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much lower. In several countries, like Angola, little is known
about this infectious neglected disease. In the 1970s, a group
of Portuguese researchers described three cases of cutaneous
leishmaniasis in children from Huambo district and in the
1990s visceral leishmaniasis was diagnosed in an African
patient. More recently a canine survey in Luanda revealed
two Leishmania-infected dogs.

After some suspected cases of human cutaneous leishmania-
sis in Huambo region in 2017, the Angola health authorities
and the Instituto de Higiene e Medicina Tropical (IHMT), Lis-
bon, Portugal, established a collaboration to analyse samples
from some suspected cases.
Methods Three paraffin-embedded human skin samples from
dermatological lesions were sent to IHMT for molecular anal-
ysis. After DNA extraction, PCR was performed by using four
protocols with different molecular markers.
Results One PCR protocol using a nested approach was posi-
tive in two of the samples. Sequencing analysis confirmed
Leishmania sp. DNA.
Conclusion This was the first time that suspected human cuta-
neous samples were screened for leishmaniasis by molecular
methods with detection of Leishmania sp. DNA. These pre-
liminary studies highlight the need for higher awareness of
health professionals for leishmaniasis clinical forms, to recog-
nise risk factors and the epidemiological features of leishma-
niasis in the Huambo province. It would be relevant to
perform further epidemiological studies to confirm if this vec-
tor-borne disease could be emergent in this country.

PO 8515 CAPACITY BUILDING IN PREPARATION FOR AN HIV
VACCINE TRIAL: THE GLOBALLY RELEVANT AIDS
VACCINE EUROPE-AFRICA TRIALS PARTNERSHIP
(GREAT)

1William Kilembe*, 2Brenda Okech, 3Leslie Nielsen, 3Vincent Muturi-Kioi, 4Walter Jaoko,
4Gaudensia Mutua, 5Eduard Sanders, 2Juliet Mpendo, 3Anne Gumbe, 3Kundai Chinyenzi,
3Jan De Bont, 3Hester Kuipers, 8Alison Crook, 6Deborah King, 7Pontiano Kaleebu,
3Patricia Fast, 8Tomáš Hanke. 1Zambia Emory HIV Research Project, Lusaka, Zambia;
2Uganda Virus Research Institute – International AIDS Vaccine Initiative; 3International AIDS
Vaccine Inititative, New York, USA; 4University of Nairobi, Kenya; 5Kenya Medical Research
Institute, Kenya; 6International AIDS Vaccine Initiative – Human Immunology Laboratory,
Nairobi, Kenya; 7Medical Research Council – Uganda Virus Research Institute, Uganda;
8University of Oxford, UK

10.1136/bmjgh-2019-EDC.126

Background The Globally Relevant AIDS Vaccine Europe-
Africa Trials (GREAT) partnership is an EDCTP-funded project
that aims to foster collaboration between institutions in
Europe and sub-Saharan Africa to build capacity among Afri-
can clinical research centres (CRCs) for the design and con-
duct of HIV-1 vaccine efficacy trials.
Methods In January 2017, the University of Oxford (UOXF)
and five CRCs in Kenya, Uganda and Zambia were awarded a
5 year grant for capacity building and to support conduct of
an HIV-1 vaccine trial in different high-risk populations across
Africa using cross-clade (conserved protein regions) T-cell vac-
cines. UOXF and CRCs embarked on activities to strengthen
capacity of the CRCs for future efficacy trials. This included
training, community engagement, cohort preparation and infra-
structure upgrade.
Results In the first year, the African investigators at the CRCs
collaborated on the development of a protocol aimed at

assessing the safety and immunogenicity of the tHIVconsvX
vaccines. In preparation for the planned vaccine trial, infra-
structure upgrades were prioritised at all partner sites and this
included building laboratory space and procurement of appro-
priate laboratory equipment. Planned infrastructure upgrades
will also ensure that high-risk populations can be safely and
confidentially included in HIV prevention clinical trials. Sys-
tematic community engagement was implemented at all sites,
training in GCP/GCLP was provided and training is planned
for nominated CRC staff to lead community engagement
efforts.
Conclusion Improved infrastructure and the provision of tar-
geted training will enhance future trials and increase the
capacities of CRCs and staff to conduct quality trials in pre-
viously hard-to-reach populations. Early collaboration
between investigators from European and sub-Saharan Afri-
can institutions, with equal responsibilities in the protocol
development process, established a meaningful partnership.
EDCTP funding also offers a unique opportunity for
capacity building.

PO 8518 LATENT TUBERCULOSIS INFECTION DETECTION
BY IGRA USING MYCOBACTERIUM TUBERCULOSIS
ALTERNATIVE DESATURASE A1 IMMUNE-DOMINANT
ANTIGEN

1Niaina Rakotosamimanana*, 2Mark Doherty, 1Vaomalala Raharimanga,
1Vincent Richard, 1Brigitte Gicquel, 3Alimuddin Zumla, 1Voahangy Rasolofo. 1Institut
Pasteur de Madagascar, Antananarivo, Madagascar; 2GlaxoSmithKline, London, UK;
3University College London, UK

10.1136/bmjgh-2019-EDC.127

Background Despite an efficient treatment and a widely-used
vaccine, one third of the world’s population is estimated to be
latently infected (LTBI) with Mycobacterium tuberculosis (Mtb)
and are at risk of progressing to contagious active tuberculosis.
New TB vaccines and improved detection of LTBI are therefore
urgently required for global TB control. As a first step towards
these goals, a better understanding of host recognition and
response to immunogenic Mtb antigens is needed.
Methods In this study, interferon-g release in response to the
immunodominant antigens ESAT-6, TB10.4, Ag85A, Rv2031
and DesA1 was assessed by ELISPOT on PBMC from 55
newly diagnosed pulmonary TB patients, 121 of their house-
hold contacts and 123 matched community controls, enrolled
in a high-burden area.
Results ESAT-6 and PPD ELISPOT responses were higher in
the TB patient group compared to both contacts and controls
(p<0.05 repectively). These responses increased with time after
recruitment in the contacts and fell after successful treatment
in the patients consistent with the hypothesis that responses to
these antigens reflect antigenic or bacterial load. However, the
response to DesA1 was significantly lower in the controls
compared to the contacts (p<0.05 respectively). Receiver
Operating Characteristic curve analysis showed that PPD/
ESAT-6 best segregated TB patients from the other groups,
while DesA1 best segregated contacts from controls.
Conclusion The present study therefore identifies DesA1 as an
immunodominant antigen with the potential to contribute to
improved immunodiagnosis.
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PO 8522 ESTABLISHING AN EQUITABLE GOVERNANCE
FRAMEWORK FOR AN EBOLA DATA-SHARING
PLATFORM

Mahmoud Sama Cherif*, Elaine Craig, Samantha Strudwick, Alice Hawryszkiewycz,
Laura Merson. Gamal Abdel Nasser University of Conakry, Guinea and Infectious Diseases
Data Observatory, University of Oxford, UK

10.1136/bmjgh-2019-EDC.128

Background Despite the potential public health gains of ena-
bling access to patient-level data on emerging infections, the
launch of a centralised, international platform to deliver on
this has not been achieved to date. Barriers include: concerns
over retention of national data ownership; patient privacy;
appropriate consent; loss of academic recognition; criticism or
exploitation of the data generators; perceived data misuse;
and the challenges of sharing benefits with communities where
data is generated.
Methods To determine the best approach to these issues in
the context of Ebola, we have assembled a collaboration of
partners including governments of Ebola-affected countries,
non-government organisations, academic institutions, funders
and public health authorities to form the Steering Committee
of the Ebola Data Platform. Following stakeholder consulta-
tion, research and debate, the committee has developed a gov-
ernance framework to enable access to emerging infections
data, beginning with the data from the West African Ebola
outbreak.
Results Promoting fair and equitable sharing of benefits that
arise from the use of data is a key element of the framework.
Strategies to secure this principle include integration of plat-
form data management activities with the national health insti-
tutions in Ebola-affected countries and collaboration with
research communities in these countries to determine research
priorities and plan analyses. Public health benefit in affected
countries is further supported via training and strengthening
of research capacity and infrastructure.
Conclusion Developing a governance framework centered on
the principle of equity has focused activities of the Ebola
Data Platform on the affected health and research commun-
ities where they can have the most impact on patient out-
comes, public health preparedness and future outbreak
response.

PO 8524 MOLECULAR CHARACTERISATION OF THE NOROVIRUS
STRAINS RESPONSIBLE FOR ACUTE DIARRHOEA IN
CHILDREN UNDER FIVE YEARS OLD HOSPITALISED IN
BRAZZAVILLE

1Vivaldie E Mikounou Louya*, 1Félix Koukouikila-Koussounda, 2Christevy Vouvoungui,
2Simon Ch. Kobawila, 4Francine Ntoumi. 1Congolese Foundation for Medical Research,
Brazzaville, Republic of the Congo; 2Faculty of Science and Technics, Marien Ngouabi
University, Brazzaville, Republic of the Congo; 4Institute for Tropical Medicine, University of
Tübingen, Tübingen, Germany

10.1136/bmjgh-2019-EDC.129

Background Acute gastroenteritis is a leading cause of morbid-
ity and mortality among children under five years old world-
wide. Viruses are the most common responsible agent and
norovirus is second after rotavirus. There is no published data

on the occurrence of this agent in Brazzaville. This study
aimed to determine the prevalence of norovirus infection
and to evaluate the risk factors in hospitalised children in
Brazzaville, Congo.
Methods From June 2012 to June 2013, stool samples were
collected from children under five years old hospitalised with
acute gastroenteritis at Makelekele hospital. Rotavirus and
adenovirus infections were already characterised in this popu-
lation. A total of 545 samples were tested for GI and GII
norovirus infections using nested duplex reverse-transcription–
polymerase chain reaction with specific primers. The positive
samples will be sequenced and analysed to determine the cor-
responding genotype.
Results The GI and GII norovirus infection were found in
148 samples (27, 14%) in this study. Males (28, 85%) were
more infected than females (25%) but the difference was not
significant. Norovirus infection was detected only in children
under 24 months with a higher prevalence in the age group
of 7–12 months (p value=0,048). The norovirus infection was
detected throughout the year, but it peaked during the dry
season (August-September). Dual infection of rotavirus and
norovirus was detected in 65 cases (11, 9%), rotavirus-adeno-
virus in 8 cases (1, 5%), norovirus-adenovirus in 4 cases (0,
73%). Triple infection was detected in 3 cases (0, 55%).
Conclusion This study suggests that norovirus infection is the
second cause of gastroenteritis after rotavirus in the study
area. However, further surveillance investigations need to be
pursued in other sentinel sites of the country.

PO 8527 GLUCOSE-6-PHOSPHATE DEHYDROGENASE DEFICIENCY
AND ASSOCIATION WITH UNCOMPLICATED MALARIA IN
CONGOLESE CHILDREN CONSULTING IN A PAEDIATRIC
HOSPITAL IN BRAZZAVILLE

1Nerly S Gampio Gueye*, 2Velavan P Thirumalaisamy, 1Christevy Vouvoungui, 2Simon Ch
Kobawila, 2David Nderu, 1Félix Koukouikila-Koussounda, 1Francine Ntoumi. 1Congolese
Foundation for Medical Research, Brazzaville, Republic of the Congo; 2Institute of Tropical
Medicine, Universitätsklinikum Tübingen, Germany

10.1136/bmjgh-2019-EDC.130

Background Malaria remains a public health problem in
Republic of the Congo. The sub-microscopic infection includ-
ing gametocytaemia constitutes a parasite reservoir that is rec-
ognised to contribute to malaria transmission. It is known that
primaquine, an 8-aminoquinoline, is effective to eliminate Plas-
modium falciparum (Pf) gametocytes. However, it induces hae-
molytic anaemia in individuals with glucose-6-phosphate
dehydrogenase deficiency (G6PDd). It has been reported
G6PDd also confers protection against severe malaria. To
know the prevalence of G6PDd in the Congolese population
is important in the case of future utilisation of this drug in
the country. Therefore, in this study, we investigated 1) the
prevalence of G6PDd in children infected with Pf and 2) the
possible association between the presence of malaria, the pres-
ence of G6PD mutation and haemoglobin concentration.
Methods 229 children aged 1 to 10 years old presenting with
fever (axillary T°�37.5°C) were enrolled at the paediatric hos-
pital Marien Ngouabi in Brazzaville. Thick and thin blood
smears were done to detect and identify malaria parasites and
determine parasite density. To detect the different glucose-6-
phosphate dehydrogenase genotypes, a 968 bp fragment of the
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G6PD gene containing the polymorphisms 202G>A and
376>G was amplified by PCR followed by sequencing.
Results Malaria prevalence was 22 (10%). With regard to
G6PD analysis, it was found that 206 patients had G6PD gen-
otype available including 74.8% (154/206) with G6PD normal,
12.1% (25/206) with heterozygous genotypes and 13.1% (27/
206) with G6PD deficiency [11.6% (24/206) were male hemi-
zygous and 1.4% (3/206) were female homozygous]. Data are
further analysed to investigate the association between G6PD
genotype, uncomplicated malaria, haemoglobin concentration
as well as parasite densities.
Conclusion A high prevalence of G6PD deficiency is reported
for these Congolese children. Further investigation with larger
sample size in different areas of the country is needed to
design future and adapted interventions.

PO 8529 INTRODUCING A UNIQUE RESEARCH CAPACITY
DEVELOPMENT PLATFORM SUPPORTING
PREPAREDNESS FOR EFFECTIVELY COMBATING
EPIDEMIC OUTBREAKS

Nina Jamieson*, Trudie Lang. University of Oxford, UK

10.1136/bmjgh-2019-EDC.131

Background In 2013, WHO stated that unless low-income
countries become the generators, rather than the recipients, of
health research data there will never be any real improvement
in the devastating public health challenges these countries
face. The Global Health Network was cited as an important
agent for change in addressing this need.

The Global Health Network built an innovative digital plat-
form, generating and supporting communities of practice
focused on global health research. We have established a vast
online knowledge-sharing resource, so far visited by more than
1.5 million frontline healthcare workers and researchers globally.
Over 400,000 times online modules were taken by users from
our target countries using our Training Centre, which offers a
wide range of high-quality research skills courses. We also sup-
port skills development through regionally-led activities. Here
we present how our approach is applied to support prepared-
ness for epidemic outbreaks in Africa.
Methods A community of practice was set up for the
EDCTP2 ALERRT programme on The Global Health Net-
work platform (https://alerrt.tghn.org/). It provides a mecha-
nism for research staff to work together, share ideas, methods
and approaches to foster knowledge exchange and collabora-
tion. The ALERRT community of practice platform hosts
training courses, help topics, templates, guidance – everything
that is needed to run a good clinical study. The initial set of
resources is available now, others are being developed follow-
ing the knowledge gap analysis. In addition, our online plat-
form offers free participation in the Professional Development
Scheme – a unique framework to track research skills
development.
Results The ALERRT capacity development community of
practice was launched in April 2018. We will present how
this regionally-championed initiative is being taken up and
what difference it is already making to the community of
researchers.

PO 8536 BIOMEDICAL ETHICS AND REGULATORY
CAPACITY BUILDING PARTNERSHIP FOR
PORTUGUESE-SPEAKING AFRICAN COUNTRIES
(BERC-LUSO)

1Maria do Céu Patrão Neves*, 2Maria A Ribeiro, 3Ana S Carvalho, 3Joana Araújo,
4Sofia Oliveira Martins, 1Ana P Martins, 1Filipe Mota Helder, 1Luís Rhodes Baião,
1Jorge Batista, 5Joana De Morais Afonso, 6Katiza Mangueira, 7Carla D Reis, 8Cunhate Na
Banga, 9Tânia Sitoie. 1Ordem dos Farmacêuticos, Lisbon, Portugal; 2Comissão de Ética para
a Investigação Clínica, Lisbon, Portugal; 3Universidade Católica Portuguesa – Instituto de
Bioética, Porto, Portugal; 4Infarmed – Autoridade Nacional do Medicamento e Produtos de
Saúde I.P., Lisbon, Portugal; 5Instituto Nacional de Saúde Pública do Ministério da Saúde de
Angola, Luanda, Angola; 6Direção Nacional de Medicamentos e Equipamentos do
Ministério da Saúde de Angola, Luanda, Angola; 7Agência de Regulação e Supervisão dos
Produtos Farmacêuticos e Alimentares, Cabo Verde; 8Comité Nacional de Ética em Pesquisa
em Saúde do Instituto Nacional de Saúde Pública do Ministério da Saúde Pública da Guiné
Bissau, Bissau, Guinea Bissau; 9Departamento Farmacêutico do Ministério da Saúde de
Moçambique, Maputo, Mozambique

10.1136/bmjgh-2019-EDC.132

BERC-Luso is a project for building Ethics and Regulatory
Capacity, to be developed in four sub-Saharan African coun-
tries: Angola, Guinea-Bissau, Mozambique and Cape Verde,
and to be implemented in 2018–2021. National Ethics Com-
mittees (NECs) and National Regulatory Authorities (NRAs)
have been engaged (6 institutions) with the partnership of 4
Portuguese institutions (experts in ethical review and regula-
tory supervision).

Considering that: 1) clinical trials are fundamental to
improve healthcare and develop biomedical research; but 2)
can only take place within regulatory systems and under ethi-
cal review protocols; and 3) some African countries still lack
an adequate legislative framework and the expertise to assure
good ethical review and regulatory supervision, it is urgent to
change the current situation.

The BERC-Luso project will unfold at four different levels,
each aiming at a specific goal in converging dynamics.

1. Legislative level: Presentation of a comparative study
of the Portuguese Speaking African Partner Countries’
legislation on NECs and NRAs with recommendations for
revision in compliance with the international requirements.
The goal is to promote adequate internationally recognised
legislation.

2. Educational level: Implementation of an intensive and
comprehensive Education Programme, both theoretical and
practical, reflexive and normative, ethical and legal,
addressing the needs of the countries involved, within their
cultural contexts, and in their own mother tongue. The goal
is to promote capacity building.

3. Training level: Organisation of intensive internships,
demanding participants to accurately apply everything they
have learned to their everyday practice. The goal is to have
knowledgeable and skilled experts.

4. Networking level: Build powerful digital tools to connect
partner institutions, staff and participants during the project
and beyond, creating a digital repository of documents, and
different tools for ethical and regulatory evaluation.

These actions converge to provide internationally recognised
legislation and expertise for the development of biomedical
research for the benefit of the population.
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PO 8538 STRENGTHENING SOCIAL STRATEGIES TO ENGAGE SUB-
SAHARAN AFRICAN SOCIETIES TO VALUE CLINICAL
RESEARCH: THE EXPERIENCE IN CONDUCTING CLINICAL
TRIALS IN LAMBARÉNÉ

1Pamela C Angoissa Minsoko*, 1,2Selidji T Agnandji. 1Centre de Recherches Médicales de
Lambaréné (CERMEL), Libreville, Gabon; 2Institut für Tropenmedizin, Universitätsklinikum
Tübingen, Germany

10.1136/bmjgh-2019-EDC.133

Background Over the last two decades, clinical research activ-
ities have increased significantly in sub-Saharan Africa but soci-
etal engagement to make research socially and economically
valuable is limited. Thus, engaging communities when design-
ing clinical research and promoting social impacts of research
are becoming key objectives among stakeholders involved in
clinical research in sub-Saharan Africa. However, there is a
need to define concepts and indicators to assess the strength
of community engagement as well as the social impacts of
clinical research.

Here, we hypothesised that the social meanings of willing-
ness to participate and compliance to clinical trial procedures
are relevant indicators to assess community engagement.
Methods We conducted a retrospective, prospective case study
of clinical trials conducted in CERMEL between 1995 and
2017. We performed a social meaning framework analysis of
the following processes: protocol design, ethical and regulatory
clearance, informed consent and medical study procedures. We
identified the social meanings of each procedure according to
the involvement of social components (actors, ideas, communi-
cation strategies).
Results A total of 42 clinical trials were identified in the Clin-
icalTrials.gov and Pan-African Clinical Trials Registry databases
and confirmed by the top management of CERMEL. Between
1995 and 2004, there was little social meaning connected to
trial procedures. This period was associated with poor compli-
ance to study procedures. Between 2005 and 2017, compli-
ance to study procedures improved. Detailed results will be
presented during the meeting.
Conclusion The rise in willingness to participate in clinical
research and improved compliance with study procedures were
associated with the introduction of social components to medi-
cal procedures. Both indicators may be relevant to assess the
strength of community engagement.

PO 8542 CLINICAL ILLNESS AND OUTCOMES IN NIGERIAN
CHILDREN WITH PERSISTENT EARLY-APPEARING
ANAEMIA FOLLOWING ARTEMISININ-BASED
COMBINATION TREATMENTS OF UNCOMPLICATED
PLASMODIUM FALCIPARUM MALARIA

1Kazeem Akano*, 3Bayo Fatunmbi, 2Godwin Ntadom, 1Omobolaji T Alebiosu,
1Odafe Akpoborie, 1Chukwuebuka Okafor, 1Akintunde Sowunmi. 1Department of
Pharmacology and Therapeutics, University of Ibadan, Oyo State, Nigeria; 2National Malaria
Elimination Programme, The Federal Ministry of Health, Abuja, Nigeria; 3World Health
Organization, Country Office, Kampala, Uganda

10.1136/bmjgh-2019-EDC.134

Background Early-appearing anaemia (EAA) is not uncommon
in malarious children following artemisinin-based combination
treatments (ACTs) of uncomplicated infections and it may
become persistent (PEAA). There is little evaluation of the

factors contributing to and the kinetics of the resolution of
haemoglobin deficit characteristic of ACT-related PEAA.
Methods PEAA was defined as haemoglobin concen-
tration <10 g/dL for at least 1 week after treatment initiation
with artemether-lumefantrine (AL), artesunate-amodiaquine
(ASAQ) or dihydroartemisinin-piperaquine (DP) in malarious
children with haemoglobin �10 g/dL pre-treatment. Drug-
attributable fall in haemoglobin (DAFHb) was defined as the
difference between pre-treatment and the lowest recorded hae-
moglobin value in the first week after treatment initiation.
Stepwise multiple logistic regression model was used to evalu-
ate independent predictors of PEAA. Time course of deficits
in haemoglobin from baseline was used to estimate the dispo-
sition kinetics of haemoglobin deficits using a one compart-
ment model.
Results Asymptomatic PEAA occurred in 46 of 540 children.
A duration of illness £3 days before presentation,
haemoglobin <11.7 g/dL pre-treatment and 8.3 g/dL 1 day
after treatment initiation. DAFHb �2 g/dL and treatment with
DP independently predicted PEAA. Time to 90% reduction in
haemoglobin deficit was significantly longer in AL-treated chil-
dren compared with other treatments. Declines in haemoglo-
bin deficits were monoexponential with the following overall
estimated parameters: Cmax 2.6 g/dL (95% CI 2.3–2.9), Tmax
3.2 days (95% CI 2.2–4.1), AUC 31.9 g.dL-1.day (95% CI
25–38.8), Kel0.3 day-1 (95% CI 0.3–0,4), t1/23.9 days (95% CI
2.6–5.1), CLp 0.6L.day-1 (95% CI 0.5–0.7), and Vd 2.4L
(95% CI 1.7–3). Overall, mean anaemia recovery time of 17.9
days (95% CI 15.5–20.2, n=39) was equivalent to 5 multiples
of half-time of haemoglobin deficit on Bland-Altman analysis.
Eight children, after recovery from PEAA progressed to
asymptomatic late-appearing anaemia (LAA).
Conclusion Asymptomatic PEAA, which may progress to LAA,
is not uncommon in young children following ACTs. Its
occurrence, and progression to LAA, may have implications
for case management and control efforts for ACT-related anae-
mia in sub-Saharan Africa.

PO 8544 USE OF XPERT MTB/RIF ASSAY AND FDA MICROSCOPY
RELATIVE TO MONTHLY CULTURES IN MONITORING
MULTIDRUG-RESISTANT TUBERCULOSIS PATIENTS IN
BAMAKO, MALI

1,7Bassirou Diarra*, 2B Aissata, 3Tom Decroo, 1Marie L Keita, 1Boureima Degoga,
1Fatimata Diallo, 1Bintou Fane, 1Gagni Coulibaly, 1Bocar Baya, 1Amadou Somboro,
1Yeya Dit Sadio Sarro, 4Suzanne Orsega, 3Armand Van Deun, 5Affolabi Dissou,
3Leen Rigouts, 6Robert L Murphy, 1Seydou Doumbia, 1Souleymane Diallo, 3Bouke De Jong.
1University Clinical Research Center (UCRC)-SEREFO-Laboratory, University of Sciences,
Techniques and Technologies of Bamako (USTTB), Bamako, Mali; 2Laboratoire National de
Référence des Mycobactéries (LNR), Institut National de Recherche en Santé publique
(INRSP); 3Institute of Tropical Medicine Antwerp, Belgium; 4Collaborative Clinical Research
Branch, Division of Clinical Research, National Institute of Allergy and Infectious Diseases,
Bethesda, Maryland, USA; 5Laboratoire National de Référence des Mycobactéries (LNR),
Cotonou, Benin; 6Global Health, Northwestern University, Chicago, IL, USA; 7University
Clinical Research Center (UCRC)-SEREFO-Laboratory, University of Sciences, Techniques and
Technologies of Bamako (USTTB), Bamako, Mali

10.1136/bmjgh-2019-EDC.135

Introduction Xpert MTB/RIF assay is used extensively for the
detection of rifampicin-resistant TB (RR-TB). RR-TB treatment
monitoring is culture-based, although, in resource-limited set-
tings, access to TB culture is poor. Alternative methods are
needed. We therefore conducted a pilot study to determine
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the performance of fluorescein di-acetate FDA vital staining, a
microscopy-based test that shows viable bacilli, and Xpert
threshold cycle value (Ct) changes when assessing culture con-
version at the end of the intensive phase of RR-TB treatment.
Methods Between December 2015 and April 2018, we pro-
spectively followed patients with RR-TB during the 6-month
intensive phase of a 21-month standardised WHO treatment
regimen. Sputum was collected and tested monthly with Aur-
amine, FDA, Xpert MTB/RIF, and culture (Manual MGIT).
Culture was considered to have converted to negative when
two consecutive cultures, taken at least 30 days apart, were
negative, including at least one culture between 4–6 months
of treatment.
Results Forty-one patients were included in this study, 80%
were male and 7% were HIV-co-infected. Conversion could
not be assessed in 12 (29%) patients. Among the remaining
29 patients, 9 (31%) converted, and 11 (38%) did not con-
vert. All 9 who converted on culture had a negative FDA,
and most (6) had a Ct trend that showed a reduction of
excreted DNA (increasing Ct trend). Three of these were still
positive on Auramine (excretion of dead bacilli?). Of 11
patients with positive cultures, 8 tested negative on FDA, 5
tested ‘MTB not detected’ on Xpert MTB/RIF, and another 2
showed a reduction of excreted DNA.
Conclusion Results from culture, FDA, and Xpert MTB/RIF
provide similar results among converters but contrasting results
among non-converters. Longer follow-up time is needed to
assess the value of these tests to predict treatment outcome.

PO 8549 ACHIEVING THE THIRD ‘90’ AMONG KEY
POPULATIONS THROUGH A DIFFERENTIATED
CARE MODEL

1Maureen Akolo*, 2Joshua Kimani, 2Larry Gelmon. 1Partners in Health and Development in
Africa (PHDA), Nairobi, Kenya; 2University of Nairobi/Manitoba, Kenya

10.1136/bmjgh-2019-EDC.136

Background Partners in Health and Development in Africa
(PHDA) is an HIV/STI research centre that serves both female
and male sex workers in Nairobi. PHDA offers HIV/STI care
and treatment, and prevention services to approximately
27,400 female sex workers and 1600 men who have sex with
men. Currently, the organisation has 2384 HIV-positive female
and male sex workers who access HIV care and treatment
services within PHDA. We realised HIV viral suppression of
our clients was at 78%, and therefore we came up with a
strategy to reach at least 90% viral suppression.
Methods Patients who were virally suppressed, had their
scheduled clinic visits reduced to twice annually, while virae-
mic clients visited the facility at least twice a month for
directly observed therapy of ARVs. Clients who were non-vir-
aemic (champions) and willing to participate in support groups
were selected through simple random sampling to join the vir-
aemic clients support groups. The champions encouraged the
viraemic peers on the importance of adhering to treatment to
gain viral suppression and reduce time spent at the facilities.
Challenges and successes were also shared. This was done for
a minimum of three consecutive months and graduation done
upon viral suppression.

Results Eighty-eight per cent (88%; 2117/2384) of the total
positives were bled for viral loads within the year; 78.3%
(1658/2117) had viral suppression and 459/2117 had viral
loads (VL) above 1000 copies per ml of blood. After attend-
ing the joint support groups with documented good adherence
for at least three consecutive months, clients were bled for a
repeat VL count, of which 84% (386/459) had suppressed.
This increased the overall viral suppression from 78.3% to
93.8%( 2044/2177). There was 73% risk of being viraemic if
not attending a support group.
Conclusion Differentiated care clients can work with viraemic
clients to increase community viral load suppression.

PO 8550 NATURE AND PREVALENCE OF MULTI-MORBIDITY IN
FISHING COMMUNITIES ON LAKE VICTORIA, KENYA

Zachary Kwena*, Raphael Ondondo, Catherine Makokha, Elizabeth Bukusi. Kenya Medical
Research Institute, Nairobi, Kenya

10.1136/bmjgh-2019-EDC.137

Introduction Multimorbidity, coexistence of two or more
chronic conditions, is becoming more common across different
demographic groups in sub-Saharan Africa. We investigate the
nature and prevalence of multimorbidity in fishing commun-
ities on Lake Victoria in Kenya.
Methods We conducted a cross-sectional survey enrolling
679 participants in the fishing communities to establish
the prevalence of HIV and non-communicable diseases
(NCDs) and associated risk factors. The NCDs targeted
included diabetes mellitus detected by random blood glucose
(RBG) and kidney dysfuction detected by serum creatinine
level and proteniuria. Hypertension was defined as systolic
blood pressure �140 mmHg and/or diastolic blood
pressure �90 mmHg. Diabetes mellitus was defined as
RBG >7.8 mmol/L and renal dysfunction was defined as esti-
mated glomerular filtration rate (eGFR) <60 mL/min or pro-
teinuria. HIV was tested using rapid Determine assays and
reactive results confirmed with UniGold assays. Additionally,
participants were determined as having the condition if they
reported being on medication for the condition. We analysed
the results using descriptive statistics and used Chi-square test
to discern if there were statistically significant differences by
gender.
Results Overall, HIV prevalence was 36% while 15%, 12%
and 8% of the participants were suspected to have kidney
dysfuction, hypertension and diabetes mellitus, respectively.
Overall, 12% of the participants had multimorbidity. The
most common multimorbidity among those with any of the
four chronic conditions was HIV and kidney dysfunction
(29%), followed by hypertension and kidney dysfuction
(22%), HIV and hypertension (20%), HIV and diabetes (18%),
diabetes and kidney disease (6%) and, lastly, diabetes and
hypertension (5%). Apart from HIV, we observed no statisti-
cally significant gender differences for any of the NCDs or
various multimorbidity conditions.
Conclusion These fishing communities have a high burden of
both HIV and NCDs resulting in high prevalence of different
multimorbidities.
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PO 8559 ASSESSMENT OF THE EFFECT OF RVSV REPLICATION
ON NON-EBOLA CIRCULATING ANTIBODIES IN
RVSV-ZEBOV-GP-VACCINATED INDIVIDUALS IN
LAMBARÉNÉ, GABON

1,3Armel V Ndong Mbouna, 2,3Selidji T Agnandji. 1Centre de Recherche de Lambarene,
Gabon; 2Institut für Tropenmedizin, Universitätsklinikum Tübingen, Germany; 3Centre de
Recherches Médicales de Lambaréné (CERMEL), Lambaréné, Gabon

10.1136/bmjgh-2019-EDC.138

Background The West Africa Ebola virus disease (EVD) out-
break between 2015 and 2016 accelerated the need for safe
and effective vaccines. Among candidate vaccines in clinical
development, the recombinant Vesicular stomatitis virus (VSV)
vectored with the Ebola virus (EBOV) glycoprotein (rVSV-
ZEBOV-GP) vaccine showed acceptable safety and promising
immunogenicity results across diverse settings.

Baseline screening data from the phase I trial of this vac-
cine in Lambaréné, Gabon, established that prior to vaccina-
tion about 21% (33/155) and 8% (12/155) of adults had
naturally acquired antibodies to infectious ZEBOV particle and
ZEBOV-GP, respectively. In participants with prior ZEBOV(-
GP) antibodies, post-vaccination antibodies titres were signifi-
cantly higher 56 days following vaccination with doses of
3×103, 3×104, and 3×106 PFU compared to those without.

Our study seeks to investigate rVSV vector non-specific
boosting of naturally acquired antibodies to other viral infec-
tions (dengue virus 1–4, and yellow fever virus).
Methods We measured antibodies titres to Dengue (serotypes 1–
4) and yellow fever infection at baseline, 28 and 56 days after
injection in a total of 155 serum samples from vaccinees receiv-
ing various doses of rVSV-ZEBOV-GP using ELISA technique.
Results Preliminary results were presented at the meeting.
Conclusion Our results confirm rVSV vector non-specific repli-
cation on non ZEBOV-GP circulating antibodies in Lambaréné
vaccinees and potential boosting action on naturally acquired
dengue virus (serotypes 1–4) and yellow fever virus
antibodies.

PO 8562 SECRETED OOKINETE PROTEIN AS A MARKER OF
INFECTIOUS BITES FOR ASSESSING TRANSMISSION
DYNAMICS AT THE POPULATION LEVEL

Kingsley Badu. Kwame Nkrumah University of Science and Technology, Kumasi, Ghana

10.1136/bmjgh-2019-EDC.139

Background As malaria transmission intensity declines, the hetero-
geneity in infectious burden becomes pronounced. There is thus
the need for more sensitive tools to identify micro-geographic
areas of higher risk for targeted interventions. We sought to eval-
uate several immunogenic peptides of P. falciparum, secreted ooki-
nete and sporozoite proteins (PSOP24) and possibly validate
specific short sequence immunogenic peptides as an infectious bite
marker for assessing malaria transmission intensity and dynamics.
Methods We conducted four cross-sectional serological and par-
asitological surveys within one peri-urban and one rural com-
munity about 3 km apart, in South-western Ghana. The field
surveys were conducted from November 2012 to July 2014
across dry and rainy seasons. Several bioinformatics models
were used to predict the immunogenic epitopes of PSOP24
peptides. Total IgG antibody response were determined for
three most promising peptides (PSOP24–374, PSOP24–375 and
PSOP24–377), together with MSP119, CSP and salivary gland

antigen. Alongside we determined parasite prevalence and den-
sity as well as the entomological inoculation rates.
Results Peptide PSOP24-377 showed seasonal variation with a
twofold increase in IgG response in the high-transmission
rainy season. This collaborates with the twofold increase in
IgG response to the mosquito salivary antigen gSG6-P1. Also,
PSOP24-377 was able to show a subtle difference from Ayeig-
bekorpe to Odumase during the dry season and a high sero-
prevalence between the two communities during the rainy sea-
son. This was in contrast with gSG6-P1 because, while
PSOP24-377 measures sero-response to infectious bites, gSG6-
P1 measure responses to only vector exposure. The immune
response variation determined by PSOP24-377 correlated with
parasite prevalence and the entomological inoculation rates.
Conclusion The preliminary data points to the potential of
PSOP24-377 as an infectious bite marker. This may be
exploited as a routine surveillance tool for monitoring malaria
transmission at the community level.

PO 8563 UNCOMMONLY HIGH AND SYMPTOMATIC
PLASMODIUM FALCIPARUM INFECTIONS IN GABONESE
ADULTS

1,2,3Rella Zoleko Manego*, 1,2Eric Koehne, 1,2,3Ghyslain Mombo-Ngoma. 1Centre de
Recherches Médicales de Lambaréné (CERMEL), Gabon; 2Institute of Tropical Medicine,
University of Tübingen and German Centre for Infectious Diseases (DZIF), Tübingen,
Germany; 3Bernhard Nocht Institute for Tropical Medicine, World Health Organization
Collaborating Centre for Arbovirus and Hemorrhagic Fever Reference and Research,
Hamburg, Germany

10.1136/bmjgh-2019-EDC.140

Background Malaria remains a public health issue particularly
in sub-Saharan Africa with special features of seriousness in
young children and pregnant women. Older children and
adults reported to have acquired a semi-immune status and
therefore show low parasitaemia and less pronounced symp-
toms if any. We aim to explore parasitaemia and symptoms in
adolescents and adults with malaria compared to younger chil-
dren in the Lambaréné area.
Methods We conducted a cross-sectional study in CERMEL
for a month in 2018. Adults and children were screened for
malaria at health facilities in Lambaréné and Fougamou and
their respective surrounding villages in the central region of
Gabon. Malaria infection was determined either by rapid diag-
nostic test (RDT) or by thick blood smear (TBS). Body tem-
perature, history of fever, age, sex, haemoglobin level, and
location were collected.
Results From 09 January to 09 February 2018, a total of 596
patients were screened and 280 (47%) belonged to the adult
population. Plasmodium falciparum infection in adults was
diagnosed based on the detection of P. falciparum in thick
blood films. Prevalence among the adults was 56% (n=141);
34% of adult patients had a parasite count between 1015–
116,079 pf/ml. Fever was found in 31% of adults and several
symptoms were reported by the same patient. Vomiting, loss
of appetite, and fatigue were significantly more present in the
adult population than in children.
Conclusion This study shows a high rate of Plasmodium falci-
parum infection in adults associated to clinical symptoms and
high level of parasitaemia. Adults seem to become an at-risk
population, suggesting that malaria programmes should con-
sider including adults in the implementation of a malaria pre-
vention programme.
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PO 8564 WHAT IS CLINICAL TRIAL QUALITY? A QUALITATIVE
STUDY BASED ON INTERVIEWS WITH DIFFERENT
STAKEHOLDERS CONDUCTING CLINICAL TRIALS IN SUB-
SAHARAN AFRICA

1,2Angela Lazarova, 2Claudia Fuchs, 1,2Christian Burri. 1Swiss Tropical and Public Health
Institute, Basel, Switzerland; 2University of Basel, Basel, Switzerland

10.1136/bmjgh-2019-EDC.141

Background There is no unified, broad definition for quality
in clinical trials (CTs). Besides the explicit quality requirements
in international guidelines and national legislation, however,
there are broader factors to consider, including specific set-
ting-related aspects influencing quality needs, quality percep-
tion and local implementation of guidelines. Our objective was
to identify these factors from a resource-limited settings per-
spective (in this case, sub-Saharan Africa).
Methods In March-April 2018, we conducted a qualitative
study based on semi-structured interviews with participants
from three stakeholder groups (monitors, sponsors, and inves-
tigators) conducting CTs in sub-Saharan Africa. We identified
the interviewees either through CT registry platforms, a web
search or by reference. We aimed to include 10–20 partici-
pants per stakeholder group. After consent, the interviews
were held in person (via Skype or telephone), recorded, and
transcribed verbatim. The interview questionnaire addressed a
CT quality definition and quality factors during the CT proc-
ess. We performed the analysis using the framework method.
Results So far, we included 21 participants (17 investigators,
two sponsors, two monitors). Eight (8) (from sub-Saharan
Africa) and 13 (not from sub-Saharan Africa) who contributed
to CTs in 19 different countries in sub-Saharan Africa. Quality
definitions mentioned so far were variable. A repeated state-
ment was that the quality definition should be broad and
include a system of multiple aspects and layers. We will inter-
view more experts with sponsor and monitor experience in
May 2018 and elaborate these quality aspects and layers. We
will discuss these results with regards to a comprehensive
quality framework for CTs currently under development for
Northern countries by another Swiss research team.
Conclusion CT quality was perceived in variable ways, as was
the relevance of the aspects across different CT steps. Structur-
ing the multifaceted layers of CT quality will facilitate appro-
priate and efficient CT quality management in sub-Saharan
Africa.

PO 8565 PREVALENCE AND CLINICAL SIGNIFICANCE OF
RESPIRATORY VIRUSES AND BACTERIA DETECTED IN
TUBERCULOSIS PATIENTS COMPARED TO HOUSEHOLD
CONTACT CONTROLS IN TANZANIA

1Francis Mhimbira*, 1,2,3Jerry Hella, 1Hellen Hiza, 1Emmanuel Mbuba,
4Magreth Chiryamkubi, 2,3Sebastien Gagneux, 5Lukas Fenner. 1Ifakara Health Institute,
Tanzania; 2Swiss Tropical and Public Health Institute, Basel, Switzerland; 3University of
Basel, Switzerland; 4Ministry of Health, Community Development, Gender, Elderly and
Children, Dar es Salaam Tanzania; 5Institute of Social and Preventive Medicine, University of
Bern, Switzerland

10.1136/bmjgh-2019-EDC.142

Background The study aim is to describe the prevalence of
respiratory pathogens in tuberculosis (TB) patients and in their

household contact controls, and to determine the clinical sig-
nificance of respiratory pathogens in TB patients.
Methods We studied 489 smear-positive adult TB patients and
305 household contact controls without TB with nasopharyng-
eal swab samples within an ongoing prospective cohort study
in Dar es Salaam, Tanzania, between 2013 and 2015. We
used multiplex real-time PCR to detect 16 respiratory viruses
and seven bacterial pathogens from nasopharyngeal swabs.
Results The median age of the study participants was 33
years; 61% (484/794) were men, and 21% (168/794) were
HIV-positive. TB patients had a higher prevalence of HIV
(28.6%; 140/489) than controls (9.2%; 28/305). Overall prev-
alence of respiratory viral pathogens was 20.4% (160/794;
95% CI 17.7%–23.3%) and of bacterial pathogens 38.2%
(303/794; 95% CI 34.9%–41.6%). TB patients and controls
did not differ in the prevalence of respiratory viruses (Odds
Ratio [OR] 1.00, 95% CI 0.71–1.44), but respiratory bacteria
were less frequently detected in TB patients (OR 0.70,
95% CI 0.53–0.94). TB patients with both respiratory viruses
and respiratory bacteria were likely to have more severe dis-
ease (adjusted OR [aOR] 1.6, 95% CI 1.1–2.4; p 0.011). TB
patients with respiratory viruses tended to have more frequent
lung cavitations (aOR 1.6, 95% CI 0.93–2.7; p 0.089).
Conclusion Respiratory viruses are common for both TB
patients and household controls. TB patients may present with
more severe TB disease, particularly when they are co-infected
with both bacteria and viruses.

PO 8567 ASSOCIATION OF POLYMORPHISM RS 73885319
OF THE APOL1 GENE AND RESISTANCE/SUSCEPTIBILITY
TO TRYPANOSOMA BRUCEI GAMBIENSE

Mwamba Miaka Erick, Veerle Lejon, Hamidou Ilboudou, Philippe Solano. Institut de
développement et de recherche, Marseille, France

10.1136/bmjgh-2019-EDC.143

Background In Central Africa, human African trypanosomiasis
(HAT) or sleeping sickness is caused by Trypanosoma brucei
gambiense (T.b gambiense). Classically, the disease is character-
ised by an early haemolymphatic phase (stage 1) followed by
a meningo-encephalitic phase (stage 2) leading to neurological
disorders and death if left untreated. However, field observa-
tions suggest that infection by T.b gambiense may result in a
great diversity of clinical outcomes ranging from rapid pro-
gressions into stage 2, to asymptomatic infections that can last
for years or even spontaneous cure in the absence of
treatment.

The determinants of this clinical diversity are not known
but might have their origin both in the parasite (genetic varia-
bility) and in the host (individual susceptibility to disease).
This study in the Democratic Republic of the Congo aimed at
examining the association between the rs73885319 polymor-
phism of the APOL1 gene and resistance/susceptibility to T. b
gambiense. We genotyped the APOL1 gene polymorphism in a
total of 257 people comprised of 90 patients, 119 endemic
controls and 48 seropositives. The analysis of the results has
not shown any significant differences between HAT patients,
controls and seropositives. Our results seem to suggest that
the G allele of the rs 73885319 polymorphism of the APOL1
gene is not associated to resistance or susceptibility to
infection.
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PO 8569 INNOVATIVE DOMESTIC FINANCING FOR HEALTH
RESEARCH & DEVELOPMENT IN THE EAST AFRICAN
COMMUNITY

1Jean De Dieu Ngirabega, 1Novat Twungubumwe, 2Nandan K Pulakkal, 3Prince N Bahati,
3Anatoli Kamali, 1Gibson S Kibiki. 1East African Health Research Commission, Arusha,
Tanzania; 2Future Options Consulting Ltd, Kampala, Uganda; 3International AIDS Vaccine
Initiative, New York, USA

10.1136/bmjgh-2019-EDC.144

Background Access to domestic financial resources is a pre-
requisite for strengthening health research and development
(R&D). Therefore, the East African Health Research Commis-
sion (EAHRC) commissioned a study to assess the financial
needs of the East African Community (EAC) region and pro-
pose innovative domestic financing mechanisms for R and D
in East Africa.
Methods This study used a four-pronged approach as follows:
a desk review of secondary data, followed by a survey to col-
lect quantitative data from health R&D organisations and rele-
vant ministries, followed by key informant interviews and,
finally, a validation workshop. The study used 2014–2015 as
the baseline year.
Results Only 51 out of 160 organisations responded to the
survey. Using triangulation of desk reviews, national budgets
documents and reported organisational budgets, the annual
investment in health R&D in the EAC is estimated at USD
301.71 million of which 86% is financed from external sour-
ces. The share of health R&D financing in the GDP and
health budget stood at 0.21% and 1.27% respectively, while
the share of domestic financing of health R&D to GDP was
as low as 0.03%

The innovative domestic financing options suggested
included: allocation of 10% of the USD 560 million of the
sin-taxes collected; taxing 1% of the estimated USD 3 billion
from inward remittances; fundraising for at least 2.5% of the
USD 18.67 private sector investment in corporate social
responsibility; issuing social impact bonds and the EAC Health
Research Fund with an estimated annual performance of USD
20 million.
Conclusion In order to sustain health R&D investments in
EAC, the EAHRC proposes to develop a 10 year domestic
financing roadmap using a strategic mix of tax- and non-tax-
based innovations.

PO 8571 CYTOKINE PROFILE IN ASYMPTOMATIC SCHOOL
CHILDREN CO-INFECTED WITH HELMINTHS AND
PLASMODIUM FALCIPARUM IN IBADAN, SOUTH-WEST
NIGERIA

1George Ademowo*, 2Olawunmi Rabiu, 2Ganiyu Arinola, 2Catherine O Falade. 1University
of Ibadan, Nigeria; 2College of Medicine, University of Ibadan, Nigeria

10.1136/bmjgh-2019-EDC.145

Background Intestinal helminths and malaria are among the
most prevalent infectious diseases in the tropics. The effect of
co-infections on immune response is not clearly understood.
We therefore investigated the immune response profile in chil-
dren with and without symptoms.
Methods A total of 78 afebrile school children (20 helminth/
malaria-co-infected, 17 helminth-infected, 19 malaria-infected
and 22 uninfected) and 75 febrile children (14 helminth/
malaria-co-infected, 16 helminth-infected, 20 malaria-infected

and 25 uninfected) were recruited into the study. Helminths
were screened using Kato Katz method while malaria parasite
screening was done using Giemsa-stained thick blood films.
Circulating TNF-a, IFN-g , IL-1, IL-10 and IL-6 concentrations
were assessed by ELISA from serum samples. Data were ana-
lysed using analysis of variance.
Results Among the afebrile school children, IL-10 was signifi-
cantly increased in helminth-infected children compared with
helminth/malaria-co-infected, malaria-infected and uninfected
groups (p<0.05). IFN-g was significantly elevated in malaria
and malaria/helminth-co-infection relative to helminth alone
(p<0.05). IL-1 level was significantly higher in single infection
of helminth and malaria relative to co-infection and the unin-
fected groups (p<0.05). An insignificant difference was
observed for IL-6 and TNF-a concentrations across all the
four groups while among febrile children. IL-6 was signifi-
cantly increased among helminth alone and helminth/malaria-
co-infection relative to malaria-infected group (p<0.05). IL-10
was significantly elevated in co-infected group compared with
helminth- or malaria-infected group while TNF-a was signifi-
cantly increased in helminth and helminth-malaria co-infection
compared with uninfected or malaria-infected group (p<0.05).
IFN-g level was insignificant in the infection groups relative
to uninfected group (p<0.05); IL-1 level similar across the
groups.
Conclusion Helminth infection seems to upregulate the Th2
immune response among children with symptomatic uncompli-
cated malaria while there were no significant changes in Th
immune response among afebrile children.

PO 8572 CAUSES OF HOSPITALISATION AND MORTALITY IN
CHILDREN UNDER 5 YEARS OLD, NATIONAL HOSPITAL
OF GUINEA-BISSAU, 2015–2017

Isaquel B Silva, Christian B Øland. Bandim Health Project, Bissau, Guinea – Bissau

10.1136/bmjgh-2019-EDC.146

Background Studying the causes of hospitalisation is useful to
understand the profile of illness and identify the most effec-
tive interventions. Guinea-Bissau was projected to reduce the
under-5 mortality rate from 200 to 80/1000 live births
(2005–2015); and the causes of the deaths were attributed:
neonatal, pneumonia, malaria and diarrhea. In 2014 the mor-
tality rate was 55/1000 live births in Guinea-Bissau, and
malaria, diarrhea and respiratory infection were the main
causes of illness. The present study aims to describe the main
causes of hospitalisation and death in children under 5 years
in the paediatric clinic of the ‘Simão Mendes’ National
Hospital.
Method Descriptive and retrospective study, with search of
data from health care records. STATA and Microsoft Excel
programmes were used for data analysis and cleaning. Cases
defined as: children under 5 years of age, diagnosed from
2015 to 2017.
Results In 17,250 cases of hospitalisation, the overall lethality
rate for 2015–2017 was calculated at 7.5%. There was an
increase in the lethality rate (10.8%) in 2017. Among the
main causes of hospitalisation were gastrointestinal infection
(26.9%), malaria (23%), respiratory infection (17.6%) and sep-
ticaemia (16.1%). Septicaemia is the disease with the highest
lethality rate during these three years (18%), the case fatality
rate due to gastrointestinal infection in 2017 (7.7%) was
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double compared with 2015 and 2016; 19% of deaths
occured for those who lived far from hospital (>40 km).
Conclusion 2017 had fewer hospitalisation cases and is the
year with the highest lethality rate. Gastrointestinal infection
and malaria were the main causes of hospitalisation. The rate
of lethality from diarrhoea and septicaemia has increased sig-
nificantly and with worse outcome in those living far from
Bissau.

PO 8573 RESEARCH, MENTORSHIP AND SUSTAINABLE
DEVELOPMENT: IS RETIREMENT AGE A HURDLE TO
RESEARCH SUSTAINABILITY IN AFRICA?

1Esther Ngadaya*, 14Andrew Kitua, 3Barbara Castelnuovo, 2Blandina T Mmbaga,
6Leonard Mboera, 4Bruce Kirenga, 5Getnet Yimer, 7Maowia Mukhtar, 8Steve Wandiga,
13Addo Kwassi, 9Rudovick Kazwala, 10Bassirou Bonfoh, 12Pontiano Kaleebu,
1Yunus Mgaya, 11Godfrey S Mfinanga. 1National Institute for Medical Research, Muhimbili
Research Centre, Dar es Salaam, Tanzanina; 2Kilimanjaro Christian Research Institute;
3Infectious Diseases Institute, Mulago Hospital, Kampala, Uganda; 4Makerere University
Lung Institute, Kampala, Uganda; 5Addis Ababa University, Ethiopia; 6Southern African
Centre for Infectious Disease Surveillance, Morogoro, Tanzania; 7Institute of Endemic
Diseases, University of Khartoum, Sudan; 8Kenya Medical Research Centre, Nairobi, Kenya;
9Sokoine University of Agriculture, Morogoro, Tanzania; 10Centre Suisse de Recherches
Scientifiques, Abidjan, Cote d’Ivoire; 11National Institute for Medical research, Muhimbili
Research Centre, Dar es Salam, Tanzania; 12Uganda Virus Research Institute, Entebbe,
Uganda; 13Noguchi Memorial Institute for Medical Research, Accra, Ghana; 14USAID/EPT-2
PandR project, Kampala, Uganda

10.1136/bmjgh-2019-EDC.147

Background Retirement age in most of sub-Saharan Africa is
between 55 and 60 years, even in academic and research insti-
tutions. There is no mechanism to retain even the few most
experienced and outstanding among them. There is evidence
that institutions retaining experienced researchers access better
large research grants.
Methods We conducted literature review and shared views and
experiences among peer research scientists
Results Most African scientists obtain their first degrees aged
25–30 years. Economic needs compounded with work experi-
ence requirements for PhD studies delay their research career
development such that most PhD graduates are 40–50 years
of age. However, unlike in the developed world where the
majority acquire their PhDs in their late 20’s or early 30’s,
there is no mechanism to retain them longer at work to maxi-
mise their contributions to scientific developments. Instead,
African scientists are forced to retire young at 60 years of
age. On the contrary, developed countries scientists graduate
earlier, work longer and have retention mechanisms even after
retirement. African countries do not consider retaining even
the few who have demonstrated outstanding performance.
Consequently, outstanding research scientists retire at the time
when they are needed most. They seek and get jobs abroad
or in externally owned projects (brain drain). Their decade or
so of work, generates more resources abroad, depriving Africa
of resource generating capacity. Secondly, retiring at the height
of their performance is economically counterproductive.
Thirdly, this affects negatively the career development of
young scientists for lack of experienced supervisors and
mentors.
Conclusion Africa must rethink the retirement age of its
research scientists and create incentives to retain outstanding
research scientists who reach retirement age. This is urgently
needed to stop brain drain, contribute to economic

development, and accelerate ongoing efforts to build sustain-
able research capacity and mentorship programmes in Africa.

PO 8574 LESSONS FROM ENGAGING AND TRAINING PRIVATE
AND FAITH-BASED HEALTH FACILITIES FOR THE USE
OF MALARIA RAPID DIAGNOSTIC TESTS IN CAMEROON

1,2,3Palmer Masumbe Netongo*, 1,3,5Irénée Domkam, 1,3Séverin D Kamdem,
1,3Franklin Maloba, 1,2Akindeh Nji, 1,3Eric Tchoupe, 3Amel Bidias, 3Becky Namboh,
3,6Sylvie Kwedi-Nolna, 2,3Barbara Athogo-Tiedeu, 4Russell Dacombe, 2,3Wilfred Mbacham.
1Molecular Diagnosis Research Group, Biotechnology Centre-University of Yaounde I (BTC-
UY-I), Cameroon; 2Department of Biochemistry, Faculty of Science, University of Yaounde I
(UY1), Cameroon; 3Initiative to Strengthen Health Research Capacity in Africa (ISHReCA),
Biotechnology Centre-University of Yaounde I (BTC-UY-I); 4Liverpool School of Tropical
Medicine, UK; 5Centre International de recherche et de Référence ‘Chantal Biya’ (CIRCB);
65Faculty of Medecine and Biomedical Sciences University of Yaounde I, Cameroon
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Background Bespoke community engagement is critical for suc-
cess of any intervention. Lessons learned from engaging and
training private and faith-based health facility professionals
(grouped as informal health professionals [IHPs]) in Cameroon
could streamline training and community engagement activities
of networks like ALERRT and PANDORA. With the aim of
establishing a system for monitoring malaria RDT accuracy in
Cameroon, and supported by a WHO/TDR Impact grant, we
tested the hypothesis that training IHPs to use follow-up visits
and telephone/online support will improve their ability to per-
form RDT by 80%. This will also improve access to accurate
malaria diagnosis and treatment in the communities served by
the IHPs.
Methods We conducted a baseline survey to map target infor-
mal health facilities (GPS location, staffing, training on RDT)
and challenges through focus group discussions and group
questionnaires. We then organised rotation classroom for a
three-day enhanced training on early diagnosis and prompt,
effective treatment of malaria.
Results We found that though informal health facilities consti-
tute approximately 30% of the country’s health system
capacity, IHPs were seldom included in regional RDTs training
by the National Malaria Control Programme. Also, some IHPs
had limited training to deliver health care services and were
not registered with the Ministry of Health. Started as com-
mon initiative groups, IHFs constitute major access points for
health care within communities and could be major players
for community engagement within Cameroon as a sizeable
population relies on them for accessible care.
Conclusion Our method is a feasible and cost-effective health
worker-based approach for training and community engage-
ment, which can help ALERRT to anticipate community pre-
paredness for outbreaks in Cameroon and beyond.

PO 8575 EVOLUTION OF MALARIA MORBIDITY IN TWO VILLAGES
IN KOROGWE, TANZANIA

1John Lusingu, 1Daniel Minja, 2Thor Theander. 1National Institute for Medical Research;
2University of Copenhagen, Denmark

10.1136/bmjgh-2019-EDC.149

Background The malaria burden has decreased significantly in
recent years in sub-Saharan Africa due to targeted interven-
tions aimed at parasites and vectors. However, studies have
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shown that a limited number of infective bites makes individu-
als in malaria-endemic regions more susceptible to subsequent
malaria infection as they grow older due to waning or lost
immunity. This study investigated the evolution of malaria
morbidity for 14 years in Korogwe, Tanzania since 2003.
Methods A longitudinal study was carried out in Korogwe
over 14 years, from January 2003 to December 2017 whereby
community health workers (CHWs) passively monitored
malaria episodes at a village health post. They evaluated
febrile episodes and collected blood smears from all residents
of the community who presented with fever. The blood
smears were processed and read at the Korogwe field station
by two independent microscopists. Artemisinin combination
therapy (ACT) and malaria rapid diagnostic tests were intro-
duced in the community in 2007. Uncomplicated malaria cases
were treated with sulphadoxine-pyrimethamine (SP) from 2003
to 2006, then with artemether-lumefantrine (ALu) from 2007.
Results A total of 20,841 attendances were documented by
CHWs between 2003 and 2017. Malaria parasitaemia was
documented in 5043 consultations [24.1% (95% confidence
interval (CI): 23.6% to 24.8%)]. Interestingly, malaria episodes
declined markedly from 38.12% to 10.42% between 2003
and 2017. The highest reduction was documented in 2010 (at
3.1%) but thereafter, there was an increase in malaria in 2015
to 32.2% which decreased to 10.42% in 2017. Use of long-
lasting insecticide-treated nets (LLINs) was associated with
reduction of malaria episodes by 34% (95% CI: 26% to
42%).
Conclusion Prompt diagnosis at village level, use of ACT and
LLINs has contributed to the reduced number of malaria epi-
sodes in Korogwe. However, the malaria resurgences raised
concerns about malaria elimination in these communities.

PO 8576 EFFECT OF IVERMECTIN TREATMENT ON THE
FREQUENCY OF SEIZURES IN PERSONS WITH
ONCHOCERCIASIS-ASSOCIATED EPILEPSY: PRELIMINARY
RESULTS OF A RANDOMISED CLINICAL TRIAL

1Mandro Ndahura*, 2Deby Mukendi, 3Françoise Nyisi, 4Deogracias Rossy, 5Joseph Siewe,
3Germain Abhafule, 5Swabra Nakato, 6Patrick Suykerbuyk, 7Joseph Siewe, 7An Hotterbeekx,
7Robert Colebunders, 7Sonia Menon. 1Ministry of Health of Ituri Province, Democratic
Republic of the Congo; 2University of Kinshasa, Democratic Republic of the Congo; 3Centre
de Recherche en Maladies Tropiclales de l’Ituri/Hopital de Rethy, Democratic Republic of the
Congo; 4Programme National de Maladies Tropicales Négligées/Ituri Sud, Democratic
Republic of the Congo; 5Global Health Institute, University of Antwerp, Belgium; 6Fondation
Damien, Brussels, Belgium; 7Global Health Institute, University of Antwerp, Belgium
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Background Many studies reported an association between epi-
lepsy and onchocerciasis. Moreover, anecdotal evidence sug-
gests that ivermectin may reduce seizure frequency in persons
with onchocerciasis-associated epilepsy (PWOAE). Therefore,
we performed a randomised clinical trial among ivermectin-
naïve persons with epilepsy in onchocerciasis-endemic villages
in the Ituri province, Democratic Republic of the Congo.
Methods PWOAE were randomised in an arm receiving imme-
diate (arm A) or delayed (4 months later) ivermectin treat-
ment (arm B). All participants were receiving anti-epileptic
drugs. Inclusion criteria were: age >5 years, signed informed
consent, normal neurological development until onset of epi-
lepsy between 5–18 years of age, seizure frequency
of �2 seizures/month, presence of microfilaria in skin snip
and/or antibodies against the Ov16 antigen. Primary study

outcome: seizure freedom at month 4; secondary outcome:
>50% reduction in seizure frequency at month 4 compared
to reported seizure frequency at randomisation. The proposed
sample size was 110 PWOAE.
Results 93 PWOAE, 57 males and 36 females, (mean age 22),
were enrolled between October and November 2017. On
March 2018, 90 (97%) participant completed their 4th-month
evaluation. One serious adverse event was observed during the
trial (Steven Johnson reaction caused by phenobarbital). Con-
sidering all participants there was no significant difference in
outcome between the 2 arms. However, considering partici-
pants with presence of microfilariae at enrollment, at month
4, 26/39 (66.6%) in arm A and 20/44 (45.5%) in arm B were
seizure free (p=0.05) and a 50% reduction of the number of
seizures was observed in 9/39 (23.1% ) in arm A and 7/43
(16.3%) in arm B. (p=0.4).
Conclusion Ivermectin may have an added value in reducing
the frequency of seizures in PWOAE treated with anti-epilep-
tic drugs. However, a larger study is needed to confirm this.

PO 8578 THE ROLE OF CLINICAL RESEARCH IN EDUCATING THE
HEALTH WORKFORCE IN GUINEA-BISSAU

Isaquel B Silva. Bandim Health Project, Bissau, Guinea-Bissau

10.1136/bmjgh-2019-EDC.151

Background The World Health Organisation estimates a global
deficit of approximately 4.3 million health workers, particu-
larly doctors, nurses and midwives. Guinea-Bissau is among
the 36 countries that suffer from a critical need for human
resources (less than 23 health professionals per 10.000 inhabi-
tants). The present research investigates the impact of clinical
trials on health worker’s capacity and training.
Methods This is a qualitative study. I interviewed health pro-
fessionals who assisted in clinical trials during the past five
years and obtained assistance to attend health-related courses.
The interviews collected data about the professional’s techni-
cal capacity, clinical practices, work conditions, their qualifi-
cation for their work and socio-economic variables.
Additionally, documents about clinical trials conducted in
Guinea-Bissau through North-South cooperation, were
analysed.
Results Interviews were held with 35 health professionals (21
female, 14 male) who participated in clinical trials with the
Bandim Health Project (Guinea-Bissau) as research assistants
and who received subsidies to realise undergraduate or gradu-
ate degrees. Among those interviewed, 28 (80%) received sup-
port to realise an undergraduate degree in nursing, 4 (11%) a
laboratory course, and 3 (9%) a postgraduate course. Twenty-
four (24; 69%) stated that they experienced significant
improvements in their working conditions within the institu-
tions where they worked after their clinical trials; 7 (20%)
declared that they have progressed in their career after being
placed in a health center or a hospital; 29 (83%) stated that
the participation in clinical trials significantly strengthened
their technical capacity and had a positive impact on their
careers.
Conclusion I observed a positive impact of the involvement in
clinical research on the development of health professionals’
capacity. However, the quantity of clinical research in Guinea-
Bissau is insufficient to train all health practitioners in this
area.

Abstracts

BMJGH 2019;4(Suppl 3):A1–A68 A57



PO 8580 TREATMENT RESPONSE AMONG CAMEROONIAN
ADOLESCENTS RECEIVING ANTIRETROVIRAL THERAPY
IN URBAN AND RURAL SETTINGS: PRELIMINARY
FINDINGS FROM THE READY STUDY

1Joseph Fokam, 1Desire Takou2Maria Santoro, 3Armanda Nangmo, 1Samuel M Sosso,
1Georges Teto, 2Vittorio Colizzi, 2Carlo-Federico Perno, 1Alexis Ndjolo. 1Chantal BIYA
International Reference Center for Research on HIV/AIDS prevention and management
(CIRCB), Cameroon; 2University of Rome Tor Vergata, Rome, Italy; 3Faculty of Health
Sciences, University de Bamenda, Cameroon

10.1136/bmjgh-2019-EDC.152

Background Transitioning from paediatric to adult healthcare
requires successful antiretroviral treatment (ART) for adoles-
cents living with HIV (ADLHIV). Implementing such a policy
implies monitoring ART response and selecting for therapeutic
options for ADLHIV in resource-limited settings (RLS) like
Cameroon.
Methods The Ready study (EDCTP-CDF-1027) is conducted
amongst ART-experienced ADLHIV (10–19 years old) in the
Centre region, Cameroon. WHO-clinical staging, CD4-counts
and viraemia were determined; in case of virological failure [VF]
(viraemia �1000 copies/ml), HIV drug resistance (HIVDR) and
subtyping were performed, and p<0.05 considered significant.
Results Out of 279 ADLHIV (212 urban vs 67 rural), the
gender distribution was similar (54.5% female); median age
was higher in urban (15 [IQR: 13–17] years) compared to
rural (13 [IQR: 11–17] years), as well as the median duration
on ART (7 [IQR: 3–10] years compared to 4 [IQR: 2–7]
years, respectively); and the majority was on first-line ART
(79.4% [162/204] urban vs 98.5% [66/67] rural, p<0.0004).
Following treatment response, clinical failure (WHO-stage 3/4)
was similarly low in both urban (5.7% [12/210]) and rural
(4.5% [3/67]), p=0.938; CD4 increased similarly (p=0.298)
from ART-initiation (370 cells/mm3[urban] vs 332 cells/
mm3[rural]) to 6 years after initiation (938 cells/mm3[urban]
vs 548 cells/mm3[rural]) and rate of immunodeficiency (<500
CD4 cells/mm3) was 41.0% (87/208) in urban vs 47.5% (29/
61) in rural, p=0.428. VF was 43.2% (41/95) in urban vs
60.9% (14/23) in rural, p=0.126. Among nine (9) sequences
available from those experiencing VF, overall HIVDR was
found in 88.8%, with 77.7% NNRTI, 55.6% NRTI and
22.2% PI/r. All were HIV-1 group M, with 55.6%
CRF02_AG, 22.0% F1 and 22.4% others.
Conclusion ADLHIV appear clinically asymptomatic, with con-
siderable immune recovery overtime. Despite differences in
ART duration between urban and rural settings, VF was simi-
larly high, associated with HIVDR mainly to NNRTI-based
regimens. Thus, NNRTI-sparing regimens might be highly con-
venient when transitioning ADLHIV to adult ART-regimens in
RLS like Cameroon.

PO 8581 ZOONOTIC VIRAL ANTIGENS SURVEILLANCE IN
HEALTHY POPULATIONS LIVING IN LAMBARÉNÉ,
GABON

1Emmanuel Bache*, 1,2Marguerite M Loembe, 1,2Selidji T Agnandji. 1Centre de recherches
médicales de Lambaréné (CERMEL), Lambaréné, Gabon; 2Institut für Tropenmedizin,
Universitätsklinikum Tübingen, Germany

10.1136/bmjgh-2019-EDC.153

Background Worldwide, viral zoonotic infections such as filovi-
ruses, flaviviruses, nairoviruses and arenaviruses cause self-

limiting to severe diseases. They are endemic in sub-Saharan
Africa, causing sporadic outbreaks warranting the development
of sustainable surveillance systems. In Gabon, Ebola outbreaks
occurred from 1994 to 2002 causing 214 human cases and
150 deaths, while Dengue, Zika and Chikungunya virus out-
breaks occurred between 2007 and 2010. Beyond these out-
breaks, little is known about the epidemiology. Recently, in
collaboration with the Japanese government, the Research and
Health Ministries of Gabon supported the implementation of
a biosecurity level-3 (BSL-3) laboratory at CERMEL in Lam-
baréné as a zoonotic disease surveillance unit. Start-off
involved antigen detection and characterisation of circulating
antibodies to targeted viral antigens in healthy populations.
This study reports data from healthy participants (18–50
years) in a phase I rVSV-ZEBOV-GP Ebola vaccine trial.
Methods Hundred-six (106) baseline samples were screened
for Ebola, Dengue (serotypes) 1–4 and Chikungunya viral
RNA by RT-PCR on serum. IgG ELISA on plasma was used
to identify antibodies against: Zaire-Ebola-(EBOV-GP and
EBOV-VP40), Marburg-(MARV-GP and MARV-VP40), Crimean
Congo Haemorrhagic Fever-(CCHFV-GP), Lasa-(LASV-GPC
and LASV-NP), Yellow Fever-(YFV-NS1), West-Nile-(WNV-
NS1), Zika virus-(ZIKV-NS1), Chikungunya-(CHIKV-VLP) and
Dengue-(DENV1-NS1,DENV2-NS1,DENV3-NS1,DENV4-NS1)
virus antigens.
Results No viral RNA was isolated by RT-PCR in 106 sam-
ples. About 9% (10/106), 3% (3/106), 6% (6/106), 24%
(25/106), 51% (54/106), 38% (40/106) and 36% (38/106)
participants were seropositive for antibodies specific to
EBOV-GP, MARV-GP, CCHFV-GP, YFV-NS1, WNV-NS1,
ZIKV-NS1 and CHIKV-VLP, respectively. Twelve percent
(12%; 13/106) of participants possessed antibodies specific
to Zika, Chikungunya and Dengue 1–4 antigens. Six percent
(6%; 6/106) of participants were seropositive for EBOV-GP
and CCHFV-GP.
Conclusion We found antibodies to viral zoonotic infections
among our healthy volunteers. Further assays, including neu-
tralisation assays are being performed to ascertain the specific-
ity of the antibodies. These findings, once confirmed, will
provide insights into disease surveillance, vaccine trial designs,
evaluation of post-vaccine immune responses, variability in
adverse events and overall disease transmission patterns.

PO 8584 MULTIPLEXED MOLECULAR DETECTION
OF MALARIA IN SIERRA LEONE

1,2Rashid Ansumana*, 1Joseph M Lamin, 1Joseph Lahai, 1Umaru Bangura. 1Mercy Hospital
Research Laboratory, Siera Leone; 2School of Community Health Sciences, Njala University,
Sierra Leone

10.1136/bmjgh-2019-EDC.154

Background Despite several control measures and policy
changes in Africa, malaria remains one of the most prevalent
diseases in West Africa. The gold standard for malaria diagno-
sis is microscopy. However, due to low technical capacities in
resource-poor countries, rapid immunochromatographic tests
are commonly used. In Sierra Leone, P. falciparum-specific
ICT with histidine-rich proteins2(HRP-2) are used. HRP2 is
specific to P. falciparum and the kit cannot be used to detect
other species of malaria which are also present in the disease
ecology in Sierra Leone.
Methods In this study, we assessed 182 febrile subjects for
malaria between April 2017-July 2018 at the Mercy Hospital
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Research Laboratory in Sierra Leone. The blood samples col-
lected were assessed using the Walter Reed Army Institute for
Research(WRAIR) multiplex malaria PCR kit packaged by
BioGX, Inc. (Alabama, USA) for detecting and speciation of
malaria from human blood. Thin and thick slides were done
for each sample and the images recorded by a digital scope.
Results Results show that, out of 163 samples run by multi-
plex PCR for malaria, 81 (49.7%) were positive for P. falcipa-
rum, while 82 (50.3%) were positive for Plasmodium vivax.
Conclusion The presence of P. vivax in the disease ecology
without any significant difference (p>0.05) with P. falciparum
poses problems for clinical outcomes of febrile illnesses. Pan-
malaria diagnostics in combination with P. falciparum could
avert under-diagnosis of malaria.

PO 8585 HIV, HBV AND HCV PREVALENCE, CO-INFECTIONS, RISK
FACTORS AND AWARENESS AMONG STUDENTS IN A
NIGERIAN UNIVERSITY

2Margaret Japhet, 1Moses Adewumi, 2Adesina Olufisayo. 1Department of Virology,
University College Hospital, University of Ibadan, Nigeria; 2Department of Microbiology,
Faculty of Science, Obafemi Awolowo University, Nigeria

10.1136/bmjgh-2019-EDC.155

Background HIV, Hepatitis B Virus (HBV) and Hepatitis C
Virus (HCV) are life threatening viral infections. Co-infections
are possible since they share routes of transmission through
exchange of blood/body fluids. Youths are the most vulnerable
to HIV infection due to unsafe practices. There is no free
counselling and testing for HBV/HCV in Nigeria, hence many
may not be aware of their HBV/HCV status. This study
assessed prevalence, knowledge and risk factors of transmission
among University students in order to provide preventive
intervention.
Methods Previously counselled/consenting university students
(total=903, M=502, F=428; age range 16–40 years; mean
age 19 years) were enrolled. Relevant information was col-
lected through questionnaire. About 5 ml of blood was col-
lected from each student and serum recovered was analysed
for detectable HIV antigens/antibodies using specific ELISA kit.
HIV antigen/antibody-positives were analysed for detectable
hepatitis B surface antigen and anti-HCV. The HIV and HBV-
positives were compared in terms of gender, age group, and
risk factors by use of chi-square and Fischer exact tests, with
two-tailed significance using SPSS version 20.0.1 for Windows.
Result Of the 930 students examined, 630 (67.7%) were sexu-
ally active and 104 (16.5%) had multiple sex partners. Knowl-
edge of HIV, HBV and HCV status was 55%, 36.3% and
4.2% respectively. Overall, 13 (1.40%) students had detectable
HIV antigens and/or antibodies, 5 (38.5%) of whom were
HBV-positive, none had HCV infection. All HBV-positive stu-
dents were ignorant of their HBV status. HIV and HBV-posi-
tive students fall within age range 15–24 years with higher
HIV/HBV prevalence in females than males. Statistical signifi-
cance exists between HIV, HBV prevalence and a) gender, b)
number of sex partners, and c) sharing sharps with people of
unknown HIV/HBV status (p=0.005; 0.002 and 0.005,
respectively).
Conclusion Knowledge about HBV and HCV is generally low
among the students. Awareness campaigns specifically tailored

towards educating young adults on HIV, HBV and HCV pre-
vention/control should be encouraged.

PO 8590 COMPARATIVE ANALYSIS OF IGG RESPONSES TO
RECOMBINANT Qb PHAGE DISPLAYED MSP3 AND UBO5
IN DUAL HIV/MALARIA-CO-INFECTED ADULTS

1Godwin Nchinda*, 2Abel Lissom, 3Herve Ouambo, 4Malachy I Okeke, 5Thibeau
F Tchouangueu, 6Loveline N Tchouangueu, 7Arinze S Okoli, 3Eric Achidi, 8Wilfred Mbacham,
9Lazare Kaptue, 10Charles O Esimone, 11Rose F Leke, 12Alain B Waffo. 1Laboratory of
Vaccinology/Biobanking CIRCB, Cameroon; 2Department of Animal Biology and Physiology,
University of Yaoundé I, Cameroon; 3Department of Medical Laboratory Sciences, University
of Buea, Cameroon; 4Molecular Inflammation Research Group, Department of Medical
Biology, Faculty of Health Sciences, UiT The Arctic University of Norway, Norway;
5Department of Biochemistry, University of Dschang, Cameroon; 6Department of
Biochemistry University of Yaounde One; 7GenØk – Centre for Biosafety, Tromsø, Norway;
8The Department of Biochemistry and Physiology, Faculty of Medicine, University of
Yaoundé I, Cameroon; 9Université des Montagnes, Bangangté, Cameroon; 10Department of
Pharmaceutical Microbiology and Biotechnology, Nnamdi Azikiwe University Awka, Nigeria;
11The Biotechnology Center, University of Yaoundé I, Cameroon; 12Department of Biological
Sciences/College STEM 1627 Hall Street Montgomery, USA
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Background Immunoglobulin G (IgG)-specific responses against
Plasmodium falciparum merozoite antigens such as the mero-
zoite surface protein 3 (MSP3) and UBO5 are known to play
critical roles in parasitaemia control and protection from
symptomatic illness. However, when there is intense perennial
malaria transmission coupled with concurrent infection with
the human immunodeficiency virus type 1 (HIV), knowledge
of IgG antibody response profiles is limited.

In this study we assessed the impact of dual HIV/malaria
infections on IgG subclass responses to MSP3 (QbMSP3) and
UBO5 (QbUB05) in individuals living in two areas of Came-
roon differing in malaria transmission intensity.
Methods IgG and IgG subclass responses specific to either
MSP3 or UBO5 were determined in plasma from study partic-
ipant by ELISA. To improve reactivity with their respective
antibodies the antigens were displayed upon the surface of the
RNA coliphage Qb.
Results We observed differences in antigen-specific IgG and
IgG subclass responses which were dependent upon the anti-
gen type, malaria transmission intensity, HIV infection, malaria
infection and dual HIV/malaria infections. Individuals living in
areas with high malaria transmission, had irrespective of HIV
or malaria status significantly higher IgG responses to both
antigens (p=0.0001 for QbMSP3, p=0.0001 for QbUB05)
than their counterpart from areas with low transmission.
When dual HIV/malaria infection is considered, significantly
higher QbMSP3 specific IgG1 (p=0.0001) and IgG3 (p=0.04)
responses in double-negative individuals was associated with
protection against malaria in areas with low transmission.
Superior QbUBO5 specific IgG1 responses (p=0.0001) in dou-
ble-negative individuals were associated with protection in
areas with high transmission in contrast to significantly higher
IgG3 responses to QbUBO5 (p=0.0001) which were more rel-
evant to protection in areas with low malaria transmission in
the same population.
Conclusion Thus, understanding immune responses to
QbUBO5 and QbMSP3 could facilitate the development of
immunotherapeutic strategies suitable for areas differing in
malaria transmission intensity.
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PO 8592 WHY, WHEN AND WHERE DO NEWBORNS NOT ONLY
GET SICK BUT ALSO DIE IN SÃO TOMÉ AND PRÍNCIPE?
A CASE-CONTROL STUDY

1Alexandra Vasconcelos*, 2Swasilanne Sousa, 2Nelson Bandeira, 3João L Baptista, 4Maria
Do Céu Machado, 1Filomena Pereira. 1Global Health and Tropical Medicine/Instituto de
Higiene e Medicina Tropical, Universidade Nova de Lisboa, Portugal; 2Hospital Dr. Ayres de
Menezes, São Tomé e Príncipe; 3Faculdade Ciências da Saúde, Universidade da Beira
Interior, Covilhã, Portugal; 4Faculdade de Medicina de Lisboa, Universidade de Lisboa,
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Background Neonatal deaths in São Tomé and Príncipe
account for about 43% of all under-5 deaths, but there are
major gaps in understanding this. The objective of this study
was to identify ante-, intra-, and post-partum risk factors and
to analyse characteristics of neonatal morbimortality.
Methods Stillbirths and sick newborns (NB) with �32 week´s
gestation or �1500 g were eligible cases, while controls were
healthy newborns�28 days. The study is still underway, and
more data will become available. Results presented here are
from a questionnaire applied by the investigator, and from
medical records of mothers and newborns. Point-of-care tests
were used to screen for syphilis, HIV and Hepatitis B. The
SPSS 23 statistical programme was used for data analysis.
Informed consent was obtained from every mother included
in the study.
Results Out of 675 mothers, 132 were enrolled corresponding
to 134 newborns (2 twins), while 35 cases and 41 newborn
controles were followed up. Pregnant women’s medium age
was 26 years, 23% being adolescents and 23% without ante-
natal care. Primary education was attended by 57%, secondary
by 63%, 7% never attended school. Syphilis – 1/96 reactive
test; HIV or malaria not detected; 3 infected with HBV. New-
born morbimortality: 10 preterm, 12 birth asphyxia, 30 with
risk of neonatal and 8 with invasive infections, 8 foetal
growth restriction, 5 microcephaly, 4 minor congenital anoma-
lies and 1 death in the first 24 hours of life (congenital lung
anomaly). Low birth weight (<2500 g), meconium and caesar-
ean section were statistically significant with respect to
morbidity (p<0.05). No deaths were verified in the 76 babies
followed up.
Conclusion In this study, newborn morbidity was high (59%).
More conclusions will be drawn when a higher number of
participants is included and analysed. As a result, at the com-
pletion of this study, we hope to be able to design an inter-
vention algorithm in order to achieve peri-neonatal
morbimortality reduction.
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Background Malaria remains a leading cause of child mortality
in sub-Saharan Africa. Severe malaria is the main pathway to
death caused by malaria. A study of factors associated with
protection against severe malaria is best achieved using a case-
control design. However, these studies are affected by the

quality and appropriateness of the choice of controls that may
introduce important bias in study design and definitively alter
the conclusions from the studies. It is of paramount impor-
tance that the presence or absence of an episode of severe
malaria in the history of the controls is ascertained. In settings
with reliable medical data this is easily tracked back from hos-
pital records. In settings like Bandiagara, with weak health
care systems, a dedicated approach is needed to track history
of severe malaria. We used an adapted verbal autopsy ques-
tionnaire to identify presence of cerebral malaria in the his-
tory of controls in a case-control study of severe malaria in
Bandiagara.

We have assessed the sensitivity, specificity and predictive
positive and negative values of the questionnaire.
Methods From January through August 2018 we enrolled 450
children with or without known confirmed cerebral malaria
selected at health care centers in Bandiagara and Bamako,
with archived medical records. Parents of enrolled children
were identified, located and interviewed using the adapted ver-
bal autopsy questionnaire. Interviewers were not aware of
children’s diagnosis. We compared the diagnosis derived from
the verbal autopsy questionnaire to the confirmed biological
diagnosis from the medical records.
Results We will present full results on the sensitivity, specific-
ity, the predictive positive and negative values of the verbal
questionnaire, and the Kappa coefficient of agreement.
Conclusion A good verbal questionnaire will enhance the qual-
ity of the choice of controls in case-control studies of severe
malaria and overall will improve the quality and relevance of
inferences from such studies.
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Background Use of antiretroviral drugs (ARVs) for a discrete
period for Preventing Mother-to-Child HIV transmission
(PMTCT) only may be compared to Structured Treatment
Interruption, which has been associated with virologic failure
(VF). We sought to determine factors associated with VF
among women on Antiretroviral Therapy (ART) but with
prior exposure to short-term ARVs for PMTCT.
Methods HIV-infected women presenting for ART initiation in
three HIV care clinics in Kisumu County, Kenya were enrolled
in the KiBS follow-up study (2010–2013) if they had previ-
ously received triple ARVs for PMTCT (Group 1) or short-
course ARVs for PMTCT (Group 2) or were ARVs-naïve
(Group 3). First-line ART was provided as per 2010 WHO
treatment guidelines and viral load (VL) tests were conducted
every six months for 24 months. VF was defined as any con-
firmed VL value �400 copies/ml after 6 months of ART ini-
tiation. Frequencies and proportions were used in the
descriptive analysis while Pearson’s Chi-square/Fisher’s exact
test was used to determine the association between VF and
eight independent variables. Univariate and Multivariate Cox-
proportional regression model was fitted to investigate factors
associated with VF.
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Results Out of 284 participants data for 245 were analysed
(Group 1: 27; Group 2: 107; Group 3: 111). Majority were
aged 25–29 years and over 60% had primary/lesser education.
There were 39 (Group 1: 5; Group 2: 16; Group 3: 18) VFs
with a total VF incidence of 8.12 [95% CI (5.96, 11.17)] per
1000 Person months of observation (PMOs). Group 2 had the
lowest VF incidence. Baseline CD4 <349 cells/mm3 and initia-
tion/use of TDF/3TC/EFV were associated with virologic fail-
ure (VF).
Conclusion Women at risk of VF based on the identified risk
factors should be identified and targeted with appropriate
intervention. Further studies are needed to verify and under-
stand the mechanisms of association between VF and TDF/
3TC/EFV which is a WHO-recommended first-line ART
regimen.
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Background Routine laboratory diagnostic methods for M.
Tuberculosis complex (MTBC) in induced sputum samples
such as smear microscopy, GeneXpert and liquid Mycobacteria
growth indicator tube (MGIT) culture are often negative due
to the paucibacillary nature of childhood tuberculosis. We
hypothesise that prolonged incubation beyond routine culture
time could potentially improve MTBC detection in specimens.
Methods Out of over 1000 induced sputum samples collected
during our childhood TB contact tracing research programme,
we randomly selected 102 MTBC-negative MGIT cultures that
had either been reported as contaminated (n=35) or negative
(n=67) and further incubated these at 37°C for the duration
of one month. Ziehl-Neelsen microscopy, MPT64 Antigen
secretion and GeneXpert tests were repeated on all samples to
detect MTBC. Bacterial DNA was extracted by CTAB method
and genotyped using spoligotyping analysis.
Results Of the 1160 routinely collected induced-sputum sam-
ples 12 (1%) were smear-positives; 41 (3.5%) Xpert-positives
and 51 (4.4%) MGIT culture MTBC-positives. The remaining
MGIT cultures were flagged as contaminated 393 (33.9%) or
MTBC-negative 644 (55.5%). After prolonged incubation and
retesting of the randomly selected ones, 26/102 (25.5%) were
now microscopy-positive, 2/55 (3.63%) were GeneXpert-posi-
tive, 8/102 (7.8%) MPT64-Antigen-positive, and 38/102
(37.2%) had readable spoligotyping patterns. The predominant
lineages were Mtb-Euro-American 16 (42.1%), Mtb-Indo-Oce-
anic 11 (28.9%) and M. africanum West African type-2 8
(21%).
Conclusion Prolonged incubation of routinely MTBC-negative
induced-sputum cultures yielded positive results upon retest,
highlighting the low sensitivity of routine diagnosis tools on
pauci-bacillary paediatric samples. Spoligotyping was more sen-
sitive to detect MTBC compared to GeneXpert. However,
prolonged incubation will cause diagnostic delays and thus
better strategies are needed to improve timely childhood TB
diagnosis.
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Background A vaccine that protects against the different HIV
subtypes circulating around the world is essential to control
and eliminate HIV infection. The immunogens are the key to
develop an effective HIV vaccine. In this study, we character-
ised the antibody response against recombinant C2V3C3 poly-
peptides from several HIV-1 subtypes and evaluated the
neutralising antibody response.
Methods Plasmas from HIV-1-infected individuals under treat-
ment (n=39) and drugs-naïve individuals (n=8) were tested in
an ELISA assay to determine the presence of antibodies
against polypeptides from HIV-1 subtypes (CRF02_AG, B, C,
G and H). The neutralising activity of plasma was evaluated
with a panel of six HIV-1 viruses from a reference panel,
[one tier 1 (NL4.3), and five tier 2 (PCH119_CRF07,
PCE1176_C, TRO11_B, 246 F3_AC and CRF07_BJOX2000)]
in a TZM-bl cells-based assay.
Results Out of 48 plasmas, 44 (89.6%) reacted at least with
one polypeptide and four (10.4%) did not react with any pol-
ypeptide. Interestingly, 56% of the plasmas recognise �3 pep-
tides and 6 reacted with all polypeptides. The polypeptide
from virus CRF02_AG was the most antigenic (77%) followed
by the polypeptide C (58.3%), G (58.3%), H (50%) and B
(35.4%). There was a positive correlation between polypepti-
des number recognised and binding antibody reactivity
(r=0.4895, p=0.0111). All plasmas from drugs-naïve individu-
als neutralised at least one virus with neutralising activity
between 39.3% and 95.7%. Four plasmas showed neutralising
activity >50% against five viruses. The virus 249 F3 was the
easiest to neutralise (median, 65.7%), whereas
PCH119_CRF07 was the most difficult to neutralise (median,
43.6%). Neutralising activity of plasmas from patients under
treatment are ongoing.
Conclusion In summary, these polypeptides could be useful in
vaccine design once they are very antigenic and we observed
a heterologous neutralising antibody response in naïve patients
that expressed positive antibody-response anti-peptides.

PO 8607 DETECTION OF PLASMODIUM FALCIPARUM HISTIDINE-
RICH PROTEIN 2/3(PFHRP-2/PFHRP-3) GENES DELETION
AND AMINO ACID NUCLEOTIDE SEQUENCE VARIABILITY
IN NIGERIA

1,2Roland Funwei*, 1Catherine O Falade, 3Olusola Ojurongbe. 1Department of Pharmacology
and Therapeutics, University of Ibadan, Nigeria; 2Department of Pharmacy Technician
Studies, Bayelsa State College of Health Technology, Nigeria; 3Department of Medical
Microbiology and Parasitology, Ladoke Akintola University of Technology, Osogbo, Nigeria

10.1136/bmjgh-2019-EDC.162

Background Prompt diagnosis and appropriate treatment
remain the hallmark needed to reduce malaria-related mortal-
ity in areas of high transmission. Rapid diagnostic tests
(RDTs) that target the Pfhrp-2 gene, are essential in resource-
limited settings where microscopy is not available. However,
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Pfhrp-2 gene deletion is implicated in limiting RDT sensitivity.
Studies evaluating Pfhrp-2 and Pfhrp-3 deletion and the amino
acid sequence diversity has not been investigated in Nigeria.
We therefore hypothesised that malaria parasites in Nigeria
are lacking Pfhrp-2/Pfhrp-3 genes with variable amino acid
repeats sequences.
Methods The study was part of a prospective cohort study
evaluating RDTs performance. We pooled 66 samples compris-
ing false negatives (n=31) and true positives (n=35) to eluci-
date Pfhrp-2/Pfhrp-3 gene deletion, RDT cross-reactivity with
Pfhrp-3 antigen and amino acid sequence diversity. The
18SrRNA, msp 1, msp2 and glurp genes were amplified to
establish active Plasmodium falciparum infection and the
exon-2 regions of Pfhrp-2 and Pfhrp-3 genes were amplified
to determine the presence or absence of Pfhrp-2 and Pfhrp-3
genes. Isolates with conserved Pfhrp-2/Pfhrp-3 were
sequenced.
Results All 66 samples were positive for 18SrRNA, msp1,
msp2 and glurp, indicating active P. falciparum infection.
However, 16.7% and 6.0% of the samples were lacking
Pfhrp-2 and Pfhrp-3 genes. Of the false negative samples,
25.8% and 12.9% has Pfhrp-2 and Pfhrp-3 deletions. Three
Pfhrp-3 conserved antigens cross reacted to give RDT positive
results. An extensive diversity in the amino acid sequence was
observed.
Conclusion Plasmodium falciparum parasites in Nigeria lack
Pfhrp-2 and Pfhrp-3 genes. However, the proportion of dele-
tions is low compared to reports from other malaria-endemic
regions. In addition, a high amino acid tandem repeat was
observed. A combination of pLDH and Pfhrp-2 based RDTs is
recommended for accurate malaria diagnosis.
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Background The University of Cape Verde (Uni-CV) was
founded in 2006 and since then has developed an effective
international strategy that is enhancing the teaching and
research culture of the university. To build capacity in the
public health field, Uni-CV has established collaborations with
the University of Leicester (UoL), UK, and with the Institute
of Hygiene and Tropical Medicine (IHTM – NOVA Univer-
sity), Portugal. These follow different approaches.
Methods Different type of capacity building initiatives focused
on researchers and postgraduate students.
Results The collaboration with UoL was established in 2016
and builds on funded research programmes in infectious dis-
ease and evolution of antimicrobial drug resistance (AMR).
These programmes have allowed technology development and
transfer, which offer the opportunity for undergraduate stu-
dents to lead laboratory–based research projects at Uni-CV. In
these two years, we have successfully characterised the epi-
demiology and patterns of AMR underlying Helicobacter

pylori infections in Cape Verde. Beyond the research outputs,
we have trained four undergraduates in laboratory-based
microbiology at Uni-CV. From this experience, we are cur-
rently designing new sustainable higher education programmes
aligned with the MSc in Public health at Uni-CV that aim to
support Uni-CV lecturers in the supervision of postgraduate
students, either independently or in collaboration with UoL
researchers.

The collaboration with IHTM was established in 2008 with
the main aim of developing the research capacity of Cape
Verde researchers and health professionals in infection and
vector-born diseases and in bioethics. These activities have
also led to collaborative research in these areas. Since then,
six training courses were taught that benefited ~20 Uni-CV
lecturers and ~100 government professionals.
Conclusion Although these collaborative approaches are differ-
ent in nature, they have been successful in the training of
health professionals, researchers and technicians in Cape Verde
and have contributed to the establishment of mutually benefi-
cial research programmes.

PO 8609 PREVALENCE AND RISK FACTORS FOR GLUCOSE-6-
PHOSPHATE DEHYDROGENASE (G6PD) DEFICIENCY IN
TWO P. VIVAX MALARIA-ENDEMIC AREAS IN SUDAN

Muzamil Mahdi Abdel Hamid1*, Musab Albsheer1, Mohamed Muneer1, Lina Altinae1,
Andrew A Lover2. 1Institute of Endemic Diseases, University of Khartoum, Sudan; 2Institute
for Global Health Sciences, University of California, San Francisco, United States of America

10.1136/bmjgh-2019-EDC.164

Background Plasmodium vivax malaria is a major health prob-
lem in Sudan and the parasite has become widely distributed
in the recent years. The WHO recommends the use of prima-
quine as radical cure for liver dormant stage, the hypnozoite.
However, prior its use, a test for Glucose-6-phosphate Dehy-
drogenase (G6PD) should be performed. The objective of the
current study was to determine prevalence and risk factors for
G6PD deficiency in two P. vivax malaria-endemic areas in
Sudan.
Methods A cross-sectional study recruiting 557 subjects from
two malaria-endemic areas in Sudan was conducted. Demo-
graphic data and blood samples were collected. G6PD activity
was measured by spectrometry using SPINREACT enzymatic-
UV kit.
Results The measured G6PD activities for both sites ranged
from 0.6 to 37.7 U/g Hb, with a median value of 12.8 U/g
Hb. There was a significant difference in enzyme activity by
study site (p<0.001), but not by sex (p=0.91). Overall, across
the two study sites, 22 (3.9%) is G6PDd (<30%). Prevalence
of G6PDd (<30%) in Khartoum is 1.8% (4/230) compared to
4.8% (16/327) in New Hafla. In univariate analysis predictors
of G6PDd were study site (odds ratio of G6PD activity <3.8,
Khartoum relative to New Halfa=0.22 (95% CI: 0.08 to
0.66), p=0.006), and recent antibiotic use (OR=2.45 (95%
CI: 1.1 to 5.5), p=0.027). In multivariate analysis, the only
factor that was significant was the individual’s weight in kilo-
grams, with an OR of 0.97 (95% CI 0.95 to 0.99, p=0.014).
Conclusion G6PD deficiency is less prevalent among Sudanese
population and this indicates that the use of primaquine for
radical cure of P. vivax malaria is safe.
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Background Central nervous system infections, including men-
ingitis, continue to cause significant morbidity in Africa. HIV
has contributed to the epidemiology of CNS infections in
this setting. Notable advances in the study of CNS infections
by several groups have demonstrated the utility of new diag-
nostic strategies and impact of novel treatment strategies.
However, efforts to coordinate meningitis research in Africa,
and between Africa and the rest of the world remain very
limited.
Methods In a bid to promote a coordinated study of CNS
infections across Africa, and in collaboration with other men-
ingitis groups globally, the researchers of the AMBITION
study (High Dose Ambisome on a Fluconazole Backbone for
Cryptococcal Meningitis Induction Therapy in Sub-saharan
Africa: A Randomised Controlled Non-inferiority Trial) are
leveraging the EDCTP support for the AMBITION trial to set
up an Africa Meningitis Trials Network.
Results The Africa Meningitis Trials Network (AMNET) was
launched in Malawi in early 2018. Main achievements since
the launch of the network, include an internal review of men-
ingitis research across network sites and launch of the net-
work website. The network also has two study protocols
pending ethics review at all sites. These studies will provide
much needed information on resources available for meningitis
care, research and provide a baseline epidemiology of menin-
gitis in Africa.
Conclusion AMNET provides a rare opportunity for investiga-
tors interested in meningitis research to leverage the ongoing
AMBITION trial to conduct Africa-wide preliminary research
on meningitis. The network is recruiting additional members
in Africa and globally to collaborate on meningitis research,
and also apply for research funding to support meningitis
work. Anyone interested in knowing more about the network
should contact the AMNET communications officer, Ms
Phum’lani Machao, phumlani.machao@gmail.com
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Background RHInnO Ethics is a cloud-based online ethics
review system that enables Reseach Ethics Committees (RECs)
to receive, review and approve applications online. Over the
last five years, RHInnO Ethics has been installed in 40 RECs
that operate in 12 African countries.
Methods Pharma Ethics (South Africa), Strathmore University
(Kenya) and Uganda Virus Research Institute-UVRI (Uganda)
started using RHInnO Ethics in 2014, 2015 and 2017 respec-
tively. Although the platform is currently installed in 40 RECs
in Africa, only 1 systematic evaluation has been done to
objectively assess its impact on the quality and efficiency of
ethics review. Here, we present the experiences of using
RHInnO Ethics from three RECs situated in East Africa (2
RECs) and South Africa (1 REC).
Results Strathmore University started using the online ethics
review system since the beginning of its operation, while
Pharma Ethics and UVRI transitioned from a manual to an elec-
tronic system. Benefits associated with the use of the platform
include improved efficiency in communication among key play-
ers of the ethics review processes, improved quality of review
through standardisation and harmonisation of ethics review pro-
cedures, easy management of information, increased submissions
and improved turnaround time. The progress of review can also
be tracked any time by all users. Challenges include change
management from the manual to the online system, difficulties
in learning new versions of the system and training new
reviewers not conversant with the system, interruption of inter-
net access and limited ability to personalise the platform.
Conclusion There is a need to get buy-in from regulatory
authorities to enforce the adaption of the system to all RECs
in order to make research coordination in Africa easier.
RHInnO Ethics has been shown to improve efficiency and
quality of reviews. However, the transition to and full adop-
tion of the online system continues to be slow. To accelerate
and scale up the adoption of RHInnO Ethics, there is a need
for developers, RECs and sponsors of RECs to engage with
REC regulatory authorities, and identify responsive models of
financing and funding RECs in order to increase efficiency
and quality of ethics review in sub-Saharan Africa.
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